[bookmark: _GoBack]Table S2: Remarkable changes of m6A RNA methylation regulators expression in transcription level between HCC and normal liver tissues (ONCOMINE).
	
	Types of HCC vs. liver
	Fold change
	p-Value
	t-test
	References

	KIAA1429
	Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
	2.117
1.121
1.235
1.056
	1.17E-9
6.62E-13
7.86E-13
2.88E-4
	7.522
8.092
8.121
3.923
	[1]
[2]
[3]
[2]

	METTL3
	Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
	1.734
1.590
1.449
3.475
	1.37E-5
4.04E-37
6.88E-5
7.92E-4
	5.667
13.946
4.391
3.475
	[1]
[4]
[4]
[5]

	RBM15
	Liver Cancer vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Liver Cancer vs. Normal
[bookmark: OLE_LINK1][bookmark: OLE_LINK2]Hepatocellular Carcinoma vs. Normal
	1.709
1.451
1.963
1.437
1.324
	7.82E-4
3.56E-5
1.56E-5
0.003
4.53E-17
	4.479
4.607
4.500
3.413
8.681
	[6]
[1]
[1]
[7]
[4]

	WTAP
	Hepatocellular Carcinoma vs. Normal
	1.420
	2.81E-17
	8.763
	[4]

	HNRNPC
	Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
	1.551
1.485
1.365
1.337
1.132
	5.44E-9
5.50E-57
2.00E-4
0.004
0.014
	7.650
18.541
4.380
2.793
2.206
	[4]
[4]
[1]
[5]
[8]

	YTHDC1
	Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
	1.888
1.299
1.126
	5.48E-20
1.62E-4
0.028
	10.315
4.313
1.954
	[8]
[1]
[5]

	YTHDF1
	Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
	1.044
1.091
1.026
	3.63E-5
4.70E-10
0.004
	4.500
6.776
2.668
	[2]
[3]
[2]

	YTHDF2
	Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
	1.440
1.295
1.251
	0.002
6.49E-13
0.019
	3.639
7.305
2.165
	[1]
[4]
[4]

	YTHDF3
	Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
	1.623
1.106
1.176
1.341
	7.61E-8
9.24E-11
3.45E-9
4.72E-17
	6.710
7.092
6.357
8.678
	[1]
[2]
[3]
[4]

	YTHDC2
	Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
Hepatocellular Carcinoma vs. Normal
	1.103
1.022
1.170
1.038
	4.71E-4
0.023
0.028
0.015
	3.549
2.028
1.982
2.214
	[5]
[2]
[1]
[3]

	ALKBH5
	Hepatocellular Carcinoma vs. Normal
	1.171
	0.009
	2.410
	[8]
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