Supplementary Table 2. The top CC enrichment pathways of KLF5-associated DEGs in LUAD.
	Ontology
	ID
	Description
	GeneRatio
	BgRatio
	pvalue
	p.adjust
	qvalue

	CC
	GO:0045111
	intermediate filament cytoskeleton
	12/170
	251/19717
	1.93e-06
	2.65e-04
	2.40e-04

	CC
	GO:0005882
	intermediate filament
	11/170
	214/19717
	2.60e-06
	2.65e-04
	2.40e-04

	CC
	GO:0045095
	keratin filament
	7/170
	95/19717
	1.83e-05
	0.001
	0.001

	CC
	GO:0045177
	apical part of cell
	13/170
	384/19717
	2.99e-05
	0.002
	0.001

	CC
	GO:0045178
	basal part of cell
	5/170
	51/19717
	7.66e-05
	0.003
	0.003

	CC
	GO:0005902
	microvillus
	6/170
	83/19717
	8.20e-05
	0.003
	0.003

	CC
	GO:0005903
	brush border
	6/170
	99/19717
	2.17e-04
	0.006
	0.006

	CC
	GO:0001533
	cornified envelope
	5/170
	65/19717
	2.44e-04
	0.006
	0.006

	CC
	GO:0031528
	microvillus membrane
	3/170
	23/19717
	9.82e-04
	0.022
	0.020

	CC
	GO:0016324
	apical plasma membrane
	9/170
	318/19717
	0.002
	0.036
	0.032


CC: biological processe; GO: gene ontology; DEG: differentially expressed gene; LUAD: lung adenocarcinoma.

