Supplementary Table (therapy_data) exhibited the raw data of the patients from TCGA dataset, including their gender, race, age at diagnosed, OS, DSS, DFI, PFI, pathologic grade, IDH mutation, X1p.19q codeletion and expression of CRRGs. TCGA: The Cancer Genome Atlas; OS: overall survival; DSS: disease-specific survival; DFI: disease free interval; PFI: progression free interval; CRRG: Circadian rhythm-related genes.
