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Supplemental Fig.1: Analysis of EXO1 Expression Across Pathologic Stages in a Pan-Cancer Context. This figure depicts the variation in EXO1 expression across different pathologic stages of cancer, as delineated by the TCGA and accessed through the UALCAN database. The labels "N" and "S" denote normal tissue samples and successive cancer stages, respectively. Differences in expression levels between groups are highlighted by red p-values, with significance set at P < 0.05. 
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Supplemental Fig.2: ROC Analysis of EXO1 in 15 Cancer Types. Cancers demonstrating an Area Under the Curve (AUC) greater than 0.7 for EXO1 include: (A) LUAD, (B) LUSC, (C) OSCC, (D) OV, (E) PAAD, (F) PRAD, (G) READ, (H) SARC, (I) SKCM, (J) STAD, (K) TGCT, (L) THCA, (M) THYM, (N) UCEC, (O)UCS.
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Supplemental Fig.3:Survival analysis of EXO1 in different types of cancer in the TCGA database. (A) Association between EXO1 expression levels and disease-specific survival (DSS) across various cancer types (*P<0.05, **P<0.01, ***P<0.001). (B-L) Kaplan–Meier (KM) curves of DSS with significance in 11 cancer types (ACC,  BRCA, KIRC, KIRP, LGG, LIHC, LUAD, MESO, SARC, SKCM, UCEC) in TCGA.
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Supplemental Fig.4: Pan-Cancer Analysis of EXO1 Promoter Methylation. Methylation levels of the EXO1 promoter across various cancer types are presented as follows: (A) BLCA, (B) BRCA, (C) COAD, (D) ESCA, (E) HNSC, (F) KIRP, (G) LIHC, (H) LUAD, (I) LUSC, (J) PRAD, (K) READ, (L) TGCT, (M) THCA, (N) UCEC.

  

  [image: Supplemental Figure 4]
Supplemental Fig.5: GSEA functional enrichment analysis of EXO1 expression in 11 cancers. (A) ACC, (B) BRCA, (C) KIRP, (D) LGG, (E) LIHC, (F) LUAD, (G) MESO, (H) PAAD, (I) SARC, (J) SKCM, (K) UCEC. The Y-axis represents one gene set and the X-axis Shows the log2 fold change (logFC) distribution for key molecules within each gene set, indicating their relative expression changes.
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[bookmark: _GoBack]Supplemental Fig.6: EXO1 Expression Correlation with Functional States in Multiple Cancer Types. (A) An interactive bubble chart illustrating the correlation between EXO1 expression and functional states across 11 cancer types. Correlation analysis of EXO1 with functional states in specific cancer types: (B) ALL, (C) AML, (D) BRCA, (E) GBM, (F) LUAD, (G) SKCM, (H) UVM. X-axis represents different gene sets. ( *p < 0.05, **p < 0.01, ***p < 0.001)
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