Olaparib increases chemosensitivity by upregulating miR-125a-3p in ovarian cancer cells
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Supplementary materials
Table S1. The sequences of miR-NC, miR-125a-3p and anti-miR-125a-3p.

	Name
	Sequences
	
	

	miR-NC
	Sequences (5’ to 3’)
	Sense
	UUGUACUACACAAAAGUACUG

	
	
	Antisense
	GUACUUUUGUGUAGUACAAUU

	miR-125a-3p
	Sequences (5’ to 3’)
	Sense
	ACAGGUGAGGUUCUUGGGAGCC

	
	
	Antisense
	CUCCCAAGAACCUCACCUGUUU

	anti-
miR-125a-3p
	Sequences (5’ to 3’)
	
	(mG)(mG)(mC)(mU)(mC)(mC)(mC)(mA)(mA)(mG)(mA)(mA)(mC)(mC)(mU)(mC)(mA)(mC)(mC)(mU)(mG)(mU)


Table S2. The sequences of miR-125a-3p
	Name
	Sequences (5’ to 3’)

	miR-125a-3p
	Forward
	CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGTGGGAGCC

	
	Reverse
	ACACTCCAGCTGGGACAGGTGAGGTTCT

	U6
	Forward
	CTCGCTTCGGCAGCACA

	
	Reverse
	AACGCTTCACGAATTTGCGT


Table S3. The target genes of miR-125a-3p were predicted using targetscan database
	Target gene
	Representative transcript
	Gene name
	Number of 3P-seq tags supporting UTR + 5
	Link to sites in UTRs
	Site counts
	Representative miRNA
	Cumulative weighted context++ score
	Total context++ score

	BOK
	ENST00000318407.3
	BCL2-related ovarian killer
	588
	Sites in UTR
	17
	hsa-miR-125a-3p
	-1.48
	-1.48

	NIT1
	ENST00000368007.4
	nitrilase 1
	437
	Sites in UTR
	2
	hsa-miR-125a-3p
	-0.91
	-0.92

	MEAF6
	ENST00000373075.2
	MYST/Esa1-associated factor 6
	440
	Sites in UTR
	3
	hsa-miR-125a-3p
	-0.87
	-1.28

	RP11-67H2.1
	ENST00000521500.2
	Uncharacterized protein
	5
	Sites in UTR
	1
	hsa-miR-125a-3p
	-0.84
	-0.84

	FLJ30594
	ENST00000391666.2
	HCG1990367; Putative uncharacterized protein DKFZp761K2322; Putative uncharacterized protein FLJ30594; cDNA FLJ30594 fis, clone BRAWH2008903
	5
	Sites in UTR
	4
	hsa-miR-125a-3p
	-0.83
	-0.83

	AC093802.1
	ENST00000407524.1
	Uncharacterized protein
	5
	Sites in UTR
	4
	hsa-miR-125a-3p
	-0.82
	-0.82

	OXLD1
	ENST00000571503.1
	oxidoreductase-like domain containing 1
	1608
	Sites in UTR
	2
	hsa-miR-125a-3p
	-0.8
	-0.8

	PKIA
	ENST00000396418.2
	protein kinase (cAMP-dependent, catalytic) inhibitor alpha
	542
	Sites in UTR
	3
	hsa-miR-125a-3p
	-0.78
	-0.98

	KRTAP1-1
	ENST00000306271.4
	keratin associated protein 1-1
	5
	Sites in UTR
	1
	hsa-miR-125a-3p
	-0.77
	-0.77

	MTFR1
	ENST00000458689.2
	mitochondrial fission regulator 1
	1051
	Sites in UTR
	2
	hsa-miR-125a-3p
	-0.75
	-0.8

	DHTKD1
	ENST00000263035.4
	dehydrogenase E1 and transketolase domain containing 1
	621
	Sites in UTR
	6
	hsa-miR-125a-3p
	-0.73
	-1.04

	FDCSP
	ENST00000317987.5
	follicular dendritic cell secreted protein
	5
	Sites in UTR
	1
	hsa-miR-125a-3p
	-0.72
	-0.72

	CCT8
	ENST00000286788.4
	chaperonin containing TCP1, subunit 8 (theta)
	435
	Sites in UTR
	1
	hsa-miR-125a-3p
	-0.71
	-0.71

	AC079602.1
	ENST00000539163.1
	
	8
	Sites in UTR
	3
	hsa-miR-125a-3p
	-0.71
	-0.98

	RPS15A
	ENST00000576436.1
	ribosomal protein S15a
	24
	Sites in UTR
	2
	hsa-miR-125a-3p
	-0.71
	-0.71

	CYB561D1
	ENST00000496961.1
	cytochrome b561 family, member D1
	105
	Sites in UTR
	3
	hsa-miR-125a-3p
	-0.71
	-0.72

	SLC19A3
	ENST00000258403.3
	solute carrier family 19 (thiamine transporter), member 3
	16
	Sites in UTR
	3
	hsa-miR-125a-3p
	-0.71
	-0.74

	SPRR2E
	ENST00000368750.3
	small proline-rich protein 2E
	5
	Sites in UTR
	2
	hsa-miR-125a-3p
	-0.71
	-0.71

	RP11-706O15.1
	ENST00000425492.2
	HCG1981372, isoform CRA_c; Uncharacterized protein
	142
	Sites in UTR
	1
	hsa-miR-125a-3p
	-0.71
	-0.82

	AC003102.1
	ENST00000399246.2
	
	5
	Sites in UTR
	1
	hsa-miR-125a-3p
	-0.7
	-0.7

	TMEM97
	ENST00000226230.6
	transmembrane protein 97
	10226
	Sites in UTR
	3
	hsa-miR-125a-3p
	-0.7
	-0.7


Table S4. The target genes of miR-125a-3p were predicted using miRDB database
	Target Score
	miRNA Name
	Gene Symbol
	Gene Description

	97
	hsa-miR-125a-3p
	DTWD1
	DTW domain containing 1

	97
	hsa-miR-125a-3p
	BOK
	BCL2 family apoptosis regulator BOK

	95
	hsa-miR-125a-3p
	BRCA1
	BRCA1, DNA repair associated

	94
	hsa-miR-125a-3p
	NLK
	nemo like kinase

	94
	hsa-miR-125a-3p
	CASTOR3
	CASTOR family member 3

	93
	hsa-miR-125a-3p
	CHIC1
	cysteine rich hydrophobic domain 1

	93
	hsa-miR-125a-3p
	MTFR1
	mitochondrial fission regulator 1

	93
	hsa-miR-125a-3p
	MEX3C
	mex-3 RNA binding family member C

	93
	hsa-miR-125a-3p
	LARP4
	La ribonucleoprotein domain family member 4

	91
	hsa-miR-125a-3p
	MAP3K12
	mitogen-activated protein kinase kinase kinase 12

	91
	hsa-miR-125a-3p
	WDFY2
	WD repeat and FYVE domain containing 2

	91
	hsa-miR-125a-3p
	JADE3
	jade family PHD finger 3

	91
	hsa-miR-125a-3p
	CNOT4
	CCR4-NOT transcription complex subunit 4

	90
	hsa-miR-125a-3p
	CUX2
	cut like homeobox 2

	90
	hsa-miR-125a-3p
	PCDH8
	protocadherin 8

	90
	hsa-miR-125a-3p
	PRDM5
	PR/SET domain 5

	89
	hsa-miR-125a-3p
	MAB21L2
	mab-21 like 2

	89
	hsa-miR-125a-3p
	OVOL1
	ovo like transcriptional repressor 1

	89
	hsa-miR-125a-3p
	ZNF704
	zinc finger protein 704

	89
	hsa-miR-125a-3p
	IFIT2
	interferon induced protein with tetratricopeptide repeats 2

	88
	hsa-miR-125a-3p
	CPA3
	carboxypeptidase A3

	88
	hsa-miR-125a-3p
	KDM4A
	lysine demethylase 4A

	88
	hsa-miR-125a-3p
	DACH1
	dachshund family transcription factor 1

	88
	hsa-miR-125a-3p
	MTAP
	methylthioadenosine phosphorylase

	88
	hsa-miR-125a-3p
	DHX57
	DExH-box helicase 57

	88
	hsa-miR-125a-3p
	NSG2
	neuronal vesicle trafficking associated 2

	87
	hsa-miR-125a-3p
	OXLD1
	oxidoreductase like domain containing 1

	87
	hsa-miR-125a-3p
	BNC2
	basonuclin 2

	87
	hsa-miR-125a-3p
	GLG1
	golgi glycoprotein 1

	86
	hsa-miR-125a-3p
	ACPP
	acid phosphatase, prostate

	86
	hsa-miR-125a-3p
	STAP1
	signal transducing adaptor family member 1

	86
	hsa-miR-125a-3p
	HTR4
	5-hydroxytryptamine receptor 4

	86
	hsa-miR-125a-3p
	IGF2BP2
	insulin like growth factor 2 mRNA binding protein 2

	86
	hsa-miR-125a-3p
	KLF9
	Kruppel like factor 9

	86
	hsa-miR-125a-3p
	AHSA2P
	activator of HSP90 ATPase homolog 2, pseudogene

	86
	hsa-miR-125a-3p
	CHGB
	chromogranin B

	86
	hsa-miR-125a-3p
	NUFIP2
	nuclear FMR1 interacting protein 2

	86
	hsa-miR-125a-3p
	CERS5
	ceramide synthase 5

	85
	hsa-miR-125a-3p
	FXR1
	FMR1 autosomal homolog 1

	85
	hsa-miR-125a-3p
	INMT
	indolethylamine N-methyltransferase

	85
	hsa-miR-125a-3p
	NARS
	asparaginyl-tRNA synthetase

	85
	hsa-miR-125a-3p
	VPS39
	VPS39, HOPS complex subunit

	85
	hsa-miR-125a-3p
	CPNE4
	copine 4

	84
	hsa-miR-125a-3p
	PRKAG1
	protein kinase AMP-activated non-catalytic subunit gamma 1

	84
	hsa-miR-125a-3p
	THUMPD3
	THUMP domain containing 3

	84
	hsa-miR-125a-3p
	POP1
	POP1 homolog, ribonuclease P/MRP subunit

	84
	hsa-miR-125a-3p
	TDRP
	testis development related protein

	84
	hsa-miR-125a-3p
	BAZ2A
	bromodomain adjacent to zinc finger domain 2A

	84
	hsa-miR-125a-3p
	SEC14L2
	SEC14 like lipid binding 2

	83
	hsa-miR-125a-3p
	LAIR1
	leukocyte associated immunoglobulin like receptor 1

	83
	hsa-miR-125a-3p
	PEAK1
	pseudopodium enriched atypical kinase 1

	83
	hsa-miR-125a-3p
	JMJD8
	jumonji domain containing 8

	83
	hsa-miR-125a-3p
	FUT6
	fucosyltransferase 6

	83
	hsa-miR-125a-3p
	ARL1
	ADP ribosylation factor like GTPase 1

	83
	hsa-miR-125a-3p
	KRTAP1-1
	keratin associated protein 1-1

	83
	hsa-miR-125a-3p
	MPC2
	mitochondrial pyruvate carrier 2

	83
	hsa-miR-125a-3p
	GPRC5A
	G protein-coupled receptor class C group 5 member A

	83
	hsa-miR-125a-3p
	PTCH1
	patched 1

	83
	hsa-miR-125a-3p
	RGS7BP
	regulator of G protein signaling 7 binding protein

	83
	hsa-miR-125a-3p
	S100A7A
	S100 calcium binding protein A7A

	82
	hsa-miR-125a-3p
	PGM3
	phosphoglucomutase 3

	82
	hsa-miR-125a-3p
	CCDC178
	coiled-coil domain containing 178

	82
	hsa-miR-125a-3p
	SLC9A7
	solute carrier family 9 member A7

	82
	hsa-miR-125a-3p
	RNF185
	ring finger protein 185

	82
	hsa-miR-125a-3p
	TAOK1
	TAO kinase 1

	82
	hsa-miR-125a-3p
	INHBC
	inhibin subunit beta C

	81
	hsa-miR-125a-3p
	NIT1
	nitrilase 1

	81
	hsa-miR-125a-3p
	CREB1
	cAMP responsive element binding protein 1

	81
	hsa-miR-125a-3p
	DENND1A
	DENN domain containing 1A

	81
	hsa-miR-125a-3p
	CYB561D1
	cytochrome b561 family member D1

	81
	hsa-miR-125a-3p
	ZNF287
	zinc finger protein 287

	81
	hsa-miR-125a-3p
	ITGAV
	integrin subunit alpha V

	81
	hsa-miR-125a-3p
	SGK1
	serum/glucocorticoid regulated kinase 1

	81
	hsa-miR-125a-3p
	LIMD1
	LIM domains containing 1

	80
	hsa-miR-125a-3p
	DYNC2LI1
	dynein cytoplasmic 2 light intermediate chain 1

	80
	hsa-miR-125a-3p
	HEYL
	hes related family bHLH transcription factor with YRPW motif-like

	80
	hsa-miR-125a-3p
	MEAF6
	MYST/Esa1 associated factor 6

	80
	hsa-miR-125a-3p
	ANKRD45
	ankyrin repeat domain 45

	80
	hsa-miR-125a-3p
	MAPK9
	mitogen-activated protein kinase 9

	80
	hsa-miR-125a-3p
	GMNC
	geminin coiled-coil domain containing

	80
	hsa-miR-125a-3p
	MAPK10
	mitogen-activated protein kinase 10

	80
	hsa-miR-125a-3p
	EMC1
	ER membrane protein complex subunit 1


Table S5. The sequences of BOK
	Name
	Sequences (5’ to 3’)

	BOK
	Forward
	ACCCATGGATGTGGAACCTA

	
	Reverse
	CCAGGAAAGATGCCTCACAT

	GAPDH
	Forward
	GGAAGCTTGTCATCAATGGAAATC

	
	Reverse
	TGATGACCCTTTTGGCTCCC
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Figure S1. BOK is a direct downstream target of miR-125a-3p. A. Primer sequences of BOK. B. Q-PCR detection of BOK mRNA expression in A2780 and OVCAR-3 cells transfected with miR NC, miR-125a-3p and anti- miR-125a-3p (*P<0.5, ***P<0.001).
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Figure S2. BOK is a direct downstream target of miR-125a-3p. 
A. BOK protein in mice tissue by western blot. B. The results of western blot analyzed by Image-J image analysis system, and the ratio of the target protein to the gray level of β-actin indicates the relative content of the target protein (***P < 0.001). 
