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	Term
	P-value
	Adjusted P-value
	Odds Ratio
	Genes

	Negative Regulation Of Intrinsic Apoptotic Signaling Pathway (GO:2001243)
	2.5E-04
	0.029
	112.62
	HSPB1;ENO1

	Negative Regulation Of Cellular Process (GO:0048523)
	2.5E-04
	0.029
	21.86
	PHB1;AKR1B1;ENO1

	Regulation Of Protein Catabolic Process (GO:0042176)
	2.5E-04
	0.029
	55.20
	PHB1;PSME1

	Negative Regulation Of Growth (GO:0045926)
	2.5E-04
	0.029
	54.29
	PHB1;ENO1

	Negative Regulation Of Cell Growth (GO:0030308)
	2.5E-04
	0.029
	53.85
	PHB1;ENO1

	Negative Regulation Of Glucocorticoid Receptor Signaling Pathway (GO:2000323)
	2.5E-04
	0.029
	713.86
	PHB1

	Negative Regulation Of Cellular Response To Hypoxia (GO:1900038)
	2.5E-04
	0.029
	713.86
	ENO1

	Positive Regulation Of Humoral Immune Response (GO:0002922)
	2.5E-04
	0.029
	571.06
	PHB1

	Regulation Of Glucocorticoid Receptor Signaling Pathway (GO:2000322)
	2.5E-04
	0.029
	571.06
	PHB1

	RIG-I Signaling Pathway (GO:0039529)
	2.5E-04
	0.029
	571.06
	PHB1





Supplementary Table 2- GO Cellular Component of selected proteins.
	Term
	P-value
	Adjusted P-value
	Odds Ratio
	Genes

	Organelle Outer Membrane (GO:0031968)
	0.001
	0.02
	39.33
	VDAC2;ENO1

	Nucleus (GO:0005634)
	0.002
	0.02
	10.38
	PHB1;VDAC2;AKR1B1;HSPB1;ENO1;PRDX6

	Intracellular Membrane-Bounded Organelle (GO:0043231)
	0.005
	0.03
	8.60
	PHB1;VDAC2;AKR1B1;HSPB1;ENO1;PRDX6

	Nuclear Outer Membrane (GO:0005640)
	0.007
	0.03
	158.52
	ENO1

	Mitochondrial Membrane (GO:0031966)
	0.018
	0.07
	12.05
	PHB1;VDAC2

	Acrosomal Vesicle (GO:0001669)
	0.025
	0.08
	45.19
	VDAC2

	Azurophil Granule Lumen (GO:0035578)
	0.035
	0.10
	32.31
	PRDX6







Supplementary Table 3- GO Molecular Function of selected proteins. 
	Term
	P-value
	Adjusted P-value
	Odds Ratio
	Genes

	Transcription Coregulator Binding (GO:0001221)
	6.7E-04
	0.032
	68.37
	AKR1B1;ENO1

	1-Acylglycerophosphocholine O-acyltransferase Activity (GO:0047184)
	2.0E-03
	0.032
	713.86
	PRDX6

	Calcium-Independent Phospholipase A2 Activity (GO:0047499)
	2.8E-03
	0.032
	475.86
	PRDX6

	RNA Polymerase II-specific DNA-binding Transcription Factor Binding (GO:0061629)
	3.5E-03
	0.032
	29.15
	AKR1B1;HSPB1

	alditol:NADP+ 1-Oxidoreductase Activity (GO:0004032)
	4.0E-03
	0.032
	317.19
	AKR1B1

	Complement Component C3b Binding (GO:0001851)
	4.0E-03
	0.032
	317.19
	PHB1

	DNA-binding Transcription Factor Binding (GO:0140297)
	5.2E-03
	0.032
	23.47
	AKR1B1;HSPB1

	Endopeptidase Activator Activity (GO:0061133)
	5.6E-03
	0.032
	219.55
	PSME1

	Voltage-Gated Monoatomic Anion Channel Activity (GO:0008308)
	6.0E-03
	0.032
	203.86
	VDAC2

	Cadherin Binding (GO:0045296)
	6.7E-03
	0.032
	20.69
	ENO1;PRDX6




