[bookmark: _GoBack]Supplementary Figure 1 Heatmap of the correlation between ERCC3 expression and the expression of different immunomodulatory genes.
Supplementary Figure 2 ERCC3 expression and mutation correlation analysis. Correlation analysis of ERCC3 expression with PD1 (A), PDL1 (B), PDL2 (C), and CTLA4 (D) expression. Mutation correlation of the 20 genes with the highest mutation frequency in the high-expression group (E) and low-expression group (F).
Supplementary Figure 3 Selection of HepG2 cells. (A) ERCC3 mRNA expression in different HCC cell lines. (B) Western blot analysis of the initial protein expression level of ERCC3 in HCC cell lines (HepG2, SNU182 and Huh6). (*P<0.05.)
Supplementary Figure 4 RTCA xCELLigence cell proliferation curve.
Supplementary Figure 5 Differential gene volcano map.
Supplementary Figure 6 Differential gene enrichment analysis. (A) Histogram of the number of GO-enriched cells. (B) Histogram of the number of KEGG-enriched cells.

