


Table S2 Reverse Mendelian randomization results of intestinal and skin microorganisms
	Lung cancer
	Microbiota（Outcome）
	N.SNP
	P value
	OR
	95%CI.L
	95%CI.H

	ieu-b-4955
	genus.Eubacteriumbrachygroup
	9
	0.5373 
	0.0089 
	2.67E-09
	29395.44 

	
	genus.Eubacteriumrectalegroup
	10
	0.3694 
	88.0245 
	4.99E-03
	1551937.70 

	
	genus.Prevotella9
	10
	0.8442 
	2.6872 
	1.40E-04
	51498.38 

	
	genus.Coprobacter
	9
	0.2531 
	0.0004 
	6.70E-10
	260.57 

	
	ASV045[Acinetobacter]_Dry
	5
	0.7158 
	2.82E-06
	3.76E-36
	2.11E+24

	
	Phylum.Bacteroidetes_Dry
	5
	0.6753 
	1.18E+09
	4.22E-34
	3.31E+51

	ieu-a-967
	genus.Coprobacter
	10
	0.4651 
	0.9750 
	0.9110 
	1.04 

	
	genus.Peptococcus
	10
	0.7356 
	1.0128 
	0.9407 
	1.09 

	
	genus.Victivallis
	6
	0.7463 
	0.9802 
	0.8681 
	1.11 

	
	genus.Ruminococcus1
	10
	0.2833 
	1.0243 
	0.9803 
	1.07 

	
	genus.LachnospiraceaeNK4A136group
	10
	0.0865 
	1.0381 
	0.9947 
	1.08 

	
	genus.Adlercreutzia
	10
	0.6617 
	1.0137 
	0.9537 
	1.08 

	
	genus.Flavonifractor
	10
	0.8254 
	1.0061 
	0.9533 
	1.06 

	
	Genus.Streptococcus_Dry
	4
	0.1687 
	0.6652 
	0.3723 
	1.19 

	ieu-a-965
	genus.Gordonibacter
	11
	0.4453 
	0.9674 
	0.8886 
	1.05 

	
	genus.Eubacteriumhalliigroup
	11
	0.4300 
	0.9801 
	0.9324 
	1.03 

	
	genus.Holdemanella
	11
	0.4690 
	1.0250 
	0.9587 
	1.10 

	
	genus.Anaerotruncus
	11
	0.3882 
	1.0216 
	0.9732 
	1.07 

	
	genus.Erysipelatoclostridium
	11
	0.4107 
	0.9771 
	0.9246 
	1.03 

	　
	ASV009[D. nitroreducens]_Dry
	11
	0.9275 
	0.9981 
	0.9583 
	1.04 


Abbreviation: N.SNP: Number of SNPs; OR: odds ratio; 95%CI.L: 95% confidence interval lower value; 95%CI.H: 95% confidence interval high value.



