


Table S3 Heterogeneity and pleiotropy analysis of intestinal flora.
	Outcomes
	Exposure
	Heterogeneity P
	　
	MR-Egger regression

	
	
	MR Egger
	IVW
	　
	Intercept
	Intercept P

	ieu-b-4955
	genus.Eubacteriumbrachygroup
	0.3220 
	0.3976 
	
	-0.0002 
	0.6538 

	
	genus.Eubacteriumrectalegroup
	0.3309 
	0.4370 
	
	-0.0001 
	0.8770 

	
	genus.Prevotella9
	0.0987 
	0.0644 
	
	-0.0003 
	0.1998 

	
	genus.Coprobacter
	0.0922 
	0.0774 
	
	0.0004 
	0.3114 

	ieu-a-967
	genus.Coprobacter
	0.2256 
	0.2649 
	
	0.0273 
	0.5328 

	
	genus.Peptococcus
	0.5527 
	0.6461 
	
	0.0037 
	0.9401 

	
	genus.Victivallis
	0.6008 
	0.4786 
	
	0.1301 
	0.2097 

	
	genus.Ruminococcus1
	0.4167 
	0.3263 
	
	-0.0604 
	0.2076 

	
	genus.LachnospiraceaeNK4A136group
	0.7076 
	0.6552 
	
	-0.0225 
	0.2481 

	
	genus.Adlercreutzia
	0.8194 
	0.6782 
	
	0.0758 
	0.2136 

	
	genus.Flavonifractor
	0.0828 
	0.1503 
	
	0.0161 
	0.8800 

	ieu-a-965
	genus.Gordonibacter
	0.8609 
	0.7170 
	
	0.0765 
	0.1427 

	
	genus.Eubacteriumhalliigroup
	0.9044 
	0.9370 
	
	-0.0030 
	0.8987 

	
	genus.Holdemanella
	0.1019 
	0.1045 
	
	-0.0335 
	0.4099 

	
	genus.Anaerotruncus
	0.8547 
	0.4679 
	
	-0.0694 
	0.0535 

	　
	genus.Erysipelatoclostridium
	0.8327 
	0.8349 
	　
	0.0302 
	0.3944 


Abbreviations: Heterogeneity P: Heterogeneity P value; IVW: Inverse variance weighted; Intercept P: Intercept P value.



