Supplementary Table 1 Relationship between relative expression of lncRNA EBLN3P and clinicopathological features in patients with HCC
	Clinical index
	n
	LncRNA EBLN3P
	P

	
	
	Low expression group (n = 62)
	High expression group (n = 62)
	

	Age (year)
	
	
	
	

	≥ 60
	52
	24
	28
	0.467

	< 60
	72
	38
	34
	

	AFP (ng/mL)
	
	
	
	

	≤ 20
	32
	19
	13
	0.305

	> 20
	92
	43
	49
	

	Vascular invasion
	
	
	
	

	Yes
	68
	21
	47
	< 0.001

	No
	56
	41
	15
	

	Intrahepatic metastasis
	
	
	
	

	≥ 7
	32
	10
	22
	0.023

	< 7
	92
	52
	40
	

	Distant metastasis
	
	
	
	

	Negative
	19
	5
	14
	0.040

	Positive
	105
	57
	48
	

	Edmondson
	
	
	
	

	I-II
	36
	16
	20
	0.553

	III-Ⅳ
	88
	46
	42
	


Note: AFP, alpha-fetoprotein.

Supplementary Table 2 Primer sequences for gens in PCR assay
	Gene
	Sequence

	LncRNA EBLN3P
	F: 5’-CAGACTAAAGGATCAAGCGAGA-3’

	
	R: 5′-ATCAATTGCCACAGGTTGAAGA-3′

	miR-323a-3p
	F: 5′-CACATTACACGGTCGACCTCT-3′

	
	R: Universal Reverse Primer for miR

	U6
	F: 5′-GCTTCGGCAGCACATATACTAAAAT-3′

	
	R: 5′-CGCTTCACGAATTTGCGTGTCAT-3′

	EphA1
	F: 5′-TGGCTGAAGCCTTATGTGGA-3′

	
	R: 5′-CTCAGGGTCCCTCGATACAC-3′

	GAPDH
	F: 5′-GGAGCGAGATCCCTCCAAAAT -3′

	
	R: 5′-GGCTGTTGTCATACTTCTCATGG-3′


Note: F, forward; R, reverse; miR-323a-3p, microRNA-323a-3p; EphA1, EPH receptor A1; GAPDH, glyceraldehyde phosphate dehydrogenase.

Supplementary Table 3 Multivariate Logistic regression analysis of high EBLN3P expression and clinicopathological characteristics of HCC
	Clinical indicators
	OR (95% CI)
	P

	Vascular invasion (Yes vs No）
	4.55 (2.25-9.22)
	< 0.001

	Intrahepatic metastasis (≥ 7 vs < 7)
	2.47 (1.09-5.60)
	0.030

	Distant metastasis (Positive vs Negative)
	3.32 (1.05-10.49)
	0.041


Note: OR = Odds Ratio; CI = Confidence Interval.
