[image: 火山图]Supplementary Figure 1. Gene volcano plots: (A) DEGs of cancer and epithelial cells, (B) DEGs of tumor and normal tissues in bulk transcriptomes data.
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Supplementary Figure 2. Enrichment analysis. (A) GO and (B) KEGG of genes in green module (C) GO and (B) KEGG of DEGs in single-cell data.
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Supplementary Figure 3. KM curves for (A) AFM, (B) CYS1, (C) FAM171A1, (D) RGS5, (E) GSTM3, (F) MALL, (G)FKBP10, and (H) TIMP1.
[image: Supplementary Figure 4]
Supplementary Figure 4. (A) Dysfunction and (B) Exclusion between high- and low-risk group.
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Supplementary Figure 5. The difference in risk scores between different (A) age groups and (B) genders in TCGA-KIRC.
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[image: 多变量COX]Supplementary Figure 6. (A) The multivariate Cox model including risk score, T, N, M, age, and gender.

[image: 修改后]Supplementary Figure 7. (A) ~ (L) Survival analysis based on gender and age in different validation sets.
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Forest Plot of Cox Proportional-Hazards Model
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