[bookmark: _GoBack]Supplementary Table 4: MutSig2Cv analysis for significantly mutated genes in TNBC

	Rank
	Gene
	Long name
	codelen
	nnei
	nncd
	nsil
	nmis
	nstp
	nspl
	nind
	nnon
	npat
	nsite
	pCV
	pCL
	pFN
	p
	q

	1
	SLC7A8
	Solute carrier family 7-member 8
	1648
	179
	0
	0
	4
	0
	0
	0
	4
	4
	1
	8.51 E-07
	1.00 E-04
	3.07 E-02
	2.06 E-09
	3.88E-05

	2
	TP53
	Tumor protein p53
	1314
	63
	0
	0
	4
	1
	0
	0
	5
	5
	5
	1.26E-08
	1
	9.50E-03
	9.64E-09
	9.09E-05

	3
	CTNNB1
	Catenin beta 1
	2406
	2
	0
	0
	3
	0
	0
	4
	7
	4
	3
	7.32E-06
	1.00E-04
	3.27E-01
	1.61E-08
	1.01E-04

	4
	CRCP
	CGRP receptor component
	557
	40
	0
	0
	0
	0
	2
	0
	2
	2
	1
	9.46E-06
	3.70E-02
	1.77E-01
	5.69E-06
	2.36E-02

	5
	YOD1
	OTU deubiquinating enzyme 1
	1053
	49
	0
	0
	0
	2
	0
	0
	2
	2
	1
	3.00E-06
	1.24E-01
	8.23E-01
	7.46E-06
	2.36E-02

	6
	CD72
	CD72 molecule
	1112
	61
	0
	0
	2
	0
	0
	0
	2
	2
	1
	5.57E-05
	1.00E-02
	7.63E-01
	8.58E-06
	2.36E-02

	7
	AMOT
	angiomotin
	3295
	226
	0
	0
	2
	0
	1
	0
	3
	3
	3
	5.69E-07
	1
	9.41E-01
	8.75E-06
	2.36E-02

	8
	ECHDC1
	enoyl Coenzyme A hydratase domain containing 1
	946
	228
	0
	0
	2
	0
	0
	0
	2
	2
	1
	8.97E-05
	1.00E-02
	9.78E-01
	1.34E-05
	3.16E-02

	9
	CLEC11A
	C-type lectin domain family 11, member A
	984
	136
	0
	0
	3
	0
	0
	0
	3
	3
	3
	1.44E-05
	1
	4.92E-01
	1.39E-04
	2.92E-01


Note: pCV, Overall Mutation Burden p-value; pCL, Clustering p-value; pFN, Functional/Conservation p-value.
