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Figure S1. Venn plot showing the intersected genes between UPR-related clusters-based DEGs and hdWGCNA-derived module genes.
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Figure S2. Pancancer role of KIF5B.

image1.jpeg
234
(62.1%)

UPR.hdWGCNA





image2.jpeg
ACC (p=0.027)A
BLCA (p=0.063)+
BRCA (p<0.001)-
CESC (p=0.06)-

(p=0.132) 1
(p=0.256) 1
(p=0.146)
(p=0.108) 1
(p=0.015)
(p=0.093) 1
(p=0.096) 1
KIRC (p<0.001)+
(
(
(
(
(
(

CHOL
COAD
DLBC
ESCA

GBM
HNSC

KICH

KIRP
LAML
LGG
LIHC
LUAD
LUSC

p=0.001) 1

PAAD
PCPG
PRAD
READ
SARC

STAD
TGCT
THCA
THYM
UCEC

ucs
UVM

)
)
)
)
)
)
)
)
)
)
)
)
p=0.443)+
p=0.176)
p=0.004)
p=0.022) -
p=0.145)+
p=0.068) 1
MESO (p=0.04)
)
)
)
)
)
)
)
)
)
)
)
)
)
)

Vv (
(p=0.044) -
(p=0.263)
(p=0.723)
(p=0.145)
(p=0.025) -
SKCM (p<0.001)+
(p=0.172) -
(p=0.227)
(p=0.034) -
(p=0.184)
(p=0.241)+
(p=0.256) 1
(p<0.001) 4

0.5 1.0 2.0
Hazard Ratios





