Supplementary Table S1 

	ALK
	APC
	ARID1A
	ARID1B
	ARID2
	ATM
	B2M
	BCL2
	BCL6
	BCORL1

	BIRC3
	BRAF
	BRCA1
	BRCA2
	BTK
	CARD11
	CCND1
	CD28
	CD58
	CD79A

	CD79B
	CDKN2A
	CDKN2B
	CDKN2
	CREBBP
	CXCR4
	CCHD8
	CYLD
	DDX3X
	DIS3

	DNMT3A
	EGR1
	EP300
	EZH2
	FOXO1
	FAM46C
	FGFR3
	GNA13
	ID3
	IDH2

	IRF4
	JAK1
	KDM6A
	KLF2
	KMT2A
	KMT2C
	KMT2D
	KRAS
	LTB
	MAP2K1

	MAPK1
	MEF2B
	MYD88
	NF1
	NFKBIE
	NOTCH1
	NOTCH2
	NRAS
	PDGFRA
	PDGFRB

	PIK3CA
	PIM1
	PLCG2
	PRDM1
	PTEN
	PTPRD
	RB1
	RHOA
	SF3B1
	SPEN

	STAT3
	STAT5B
	TBL1XR1
	TCF3
	TET2
	TNFAIP3
	TNFRSF14
	TP53
	TRAF3
	ZAP70



[bookmark: _GoBack]This lymphoma genomic mutation analysis encompasses a panel of 80 genes, including ALK, APC, and ARID1A, with the detection scope covering all coding regions (all exons) to identify single nucleotide variants (SNVs) and insertions/deletions (Indels).
