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	Gene
	Sample Barcode
	Genomic Position
	VAF
	Protein Change
	AA Position
	Mutation Type

	ALK
	KY9314
	chr2:29498315
	0.4794
	p.I622T
	622
	Missense

	ARID1A
	KY9317
	chr1:27022982
	0.3429
	p.Q30X
	30
	Nonsense

	ARID1A
	KY9319
	chr1:27101282
	0.4442
	p.A1522T
	1522
	Missense

	ARID1A
	KY9328
	chr1:27023651
	0.7752
	p.P253A
	253
	Missense

	B2M
	KY9314
	chr15:45007641
	0.752
	p.S31Vfs*12
	31
	Deletion

	B2M
	KY9315
	chr15:45007707
	0.2751
	p.P52S
	52
	Missense

	B2M
	KY9319
	chr15:45007894
	0.462
	p.K114Nfs*31
	114
	Deletion

	BTK
	KY9318
	chrX:100630152
	0.4373
	p.E41K
	41
	Missense

	CARD11
	KY9319
	chr7:2983850
	0.261
	p.L227P
	227
	Missense

	CARD11
	KY9329
	chr7:2978320
	0.5093
	p.R337Q
	337
	Missense

	CARD11
	KY9331
	chr7:2977651
	0.4247
	p.K344del
	344
	nonDeletion

	CARD11
	KY9331
	chr7:2984147
	0.427
	p.T128M
	128
	Missense

	CD58
	KY9315
	chr1:117113557
	0.3158
	p.V13Gfs*50
	13
	Insertion

	CD58
	KY9318
	chr1:117113592
	0.2055
	p.M1?
	1
	Start Codon

	CD79B
	KY9315
	chr17:62006798
	0.2967
	p.Y196S
	196
	Missense

	CD79B
	KY9319
	chr17:62006798
	0.736
	p.Y196S
	196
	Missense

	CD79B
	KY9329
	chr17:62006799
	0.3725
	p.Y196N
	196
	Missense

	CD79B
	KY9333
	chr17:62006798
	0.0812
	p.Y196C
	196
	Missense

	CD79B
	KY9486
	chr17:62006680
	0.4423
	p.L199Q
	199
	Missense

	CD79B
	KY9486
	chr17:62006822
	0.3807
	p.A188D
	188
	Missense

	CDKN2A
	KY9314
	chr9:21971186
	0.7602
	p.R58X
	58
	Nonsense

	CDKN2B
	KY9316
	chr9:22006040
	0.4723
	p.E121D
	121
	Missense

	CREBBP
	KY9327
	chr16:3789637
	0.1884
	p.C1408R
	1408
	Missense

	CREBBP
	KY9331
	chr16:3786817
	0.3359
	p.?
	.
	Splice Site

	CREBBP
	KY9486
	chr16:3786707
	0.1719
	p.W1502R
	1502
	Missense

	EP300
	KY9317
	chr22:41537138
	0.3841
	p.N656Cfs*13
	656
	Deletion

	EP300
	KY9318
	chr22:41573233
	0.4643
	p.V1840M
	1840
	Missense

	EP300
	KY9319
	chr22:41566465
	0.3386
	p.F1448V
	1448
	Missense

	EP300
	KY9330
	chr22:41573338
	0.687
	p.P1849S
	1849
	Missense

	IRF4
	KY9315
	chr6:393325
	0.2491
	p.G58D
	58
	Missense

	KMT2D
	KY9317
	chr12:49431298
	0.2491
	p.Q3281X
	3281
	Nonsense

	KMT2D
	KY9320
	chr12:49431038
	0.461
	p.L3367F
	3367
	Missense

	KMT2D
	KY9486
	chr12:49434957
	0.1489
	p.Y2199Ifs*65
	2199
	Deletion

	KMT2D
	KY9330
	chr12:49420108
	0.2605
	p.R5214H
	5214
	Missense

	KMT2D
	KY9331
	chr12:49444974
	0.2534
	p.S831L
	831
	Missense

	KMT2D
	KY9331
	chr12:49445038
	0.6959
	p.T810S
	810
	Missense

	MEF2B
	KY9314
	chr19:19260055
	0.387
	p.T80P
	80
	Missense

	MEF2B
	KY9330
	chr19:19260223
	0.1869
	p.R24W
	24
	Missense

	MYD88
	KY9314
	chr3:38182032
	0.2535
	p.S206C
	206
	Missense

	MYD88
	KY9315
	chr3:38182641
	0.4136
	p.L265P
	265
	Start Codon

	MYD88
	KY9328
	chr3:38182641
	0.25
	p.L265P
	265
	Start Codon

	MYD88
	KY9329
	chr3:38182025
	0.2139
	p.V204F
	204
	Missense

	MYD88
	KY9330
	chr3:38182641
	0.604
	p.L265P
	265
	Start Codon

	MYD88
	KY9331
	chr3:38182641
	0.8824
	p.L265P
	265
	Start Codon

	MYD88
	KY9332
	chr3:38182292
	0.4679
	p.S230N
	230
	Missense

	NOTCH2
	KY9317
	chr1:120471713
	0.3584
	p.R1260C
	1260
	Missense

	PIM1
	KY9317
	chr6:37138149
	0.2703
	p.S24F
	24
	Missense

	PIM1
	KY9317
	chr6:37138178
	0.2611
	p.L34M
	34
	Missense

	PIM1
	KY9317
	chr6:37138308
	0.2754
	p.S77T
	77
	Missense

	PIM1
	KY9317
	chr6:37138419
	0.2448
	p.T114I
	114
	Missense

	PIM1
	KY9317
	chr6:37138423
	0.2448
	p.K115N
	115
	Missense

	PIM1
	KY9317
	chr6:37138549
	0.5571
	p.G119D
	119
	Missense

	PIM1
	KY9317
	chr6:37138554
	0.2596
	p.E121K
	121
	Missense

	PIM1
	KY9317
	chr6:37138563
	0.2387
	p.P124S
	124
	Missense

	PIM1
	KY9317
	chr6:37138656
	0.261
	p.?
	.
	Splice Site

	PIM1
	KY9317
	chr6:37138756
	0.2605
	p.?
	.
	Splice Site

	PIM1
	KY9317
	chr6:37139094
	0.2305
	p.R236H
	236
	Missense

	PIM1
	KY9317
	chr6:37139097
	0.2167
	p.S237T
	237
	Missense

	PIM1
	KY9317
	chr6:37139237
	0.2654
	p.L284I
	284
	Missense

	PIM1
	KY9317
	chr6:37140803
	0.2533
	p.I304M
	304
	Missense

	PIM1
	KY9319
	chr6:37138402
	0.3532
	p.C108W
	108
	Missense

	PIM1
	KY9319
	chr6:37138775
	0.3367
	p.E161K
	161
	Missense

	PIM1
	KY9319
	chr6:37138901
	0.3338
	p.P172S
	172
	Missense

	PIM1
	KY9330
	chr6:37138309
	0.3514
	p.S77R
	77
	Missense

	PIM1
	KY9330
	chr6:37138355
	0.3056
	p.L93F
	93
	Missense

	PIM1
	KY9330
	chr6:37138946
	0.4062
	p.V187L
	187
	Missense

	PIM1
	KY9330
	chr6:37139210
	0.4423
	p.L275F
	275
	Missense

	PIM1
	KY9331
	chr6:37138386
	0.4114
	p.L103R
	103
	Missense

	PIM1
	KY9332
	chr6:37139033
	0.141
	p.P216S
	216
	Missense

	PIM1
	KY9332
	chr6:37139238
	0.1157
	p.L284R
	284
	Missense

	PLCG2
	KY9317
	chr16:81944264
	0.4749
	p.A625T
	625
	Missense

	PLCG2
	KY9318
	chr16:81934365
	0.4752
	p.R448W
	448
	Missense

	RB1
	KY9316
	chr13:48878072
	0.0621
	p.K8N
	8
	Missense

	RB1
	KY9320
	chr13:48955385
	0.4645
	p.S501R
	501
	Missense

	SPEN
	KY9318
	chr1:16262103
	0.1961
	p.P3123L
	3123
	Missense

	STAT3
	KY9317
	chr17:40485752
	0.354
	p.P330S
	330
	Missense

	TBL1XR1
	KY9317
	chr3:176763922
	0.5821
	p.H307P
	307
	Missense

	TBL1XR1
	KY9320
	chr3:176765300
	0.2252
	p.G247E
	247
	Missense

	TBL1XR1
	KY9327
	chr3:176767802
	0.193
	p.T229A
	229
	Missense

	TNFAIP3
	KY9319
	chr6:138192502
	0.4828
	p.Y46X
	46
	Nonsense

	TP53
	KY9314
	chr17:7577538
	0.3967
	p.R248Q
	248
	Missense

	TP53
	KY9318
	chr17:7577547
	0.2026
	p.G245D
	245
	Missense

	TP53
	KY9329
	chr17:7578189
	0.701
	p.Y220X
	220
	Nonsense

	TRAF3
	KY9317
	chr14:103336723
	0.5246
	p.S62N
	62
	Missense

	BIRC3
	KY9320
	chr11:102206803
	0.2209
	p.Q477H
	477
	Missense

	BIRC3
	KY9486
	chr11:102195289
	0.5314
	p.A17T
	17
	Missense

	BIRC3
	KY9486
	chr11:102201880
	0.4384
	p.R411K
	411
	Missense

	TET2
	KY9315
	chr4:106164032
	0.4625
	p.I1181T
	1181
	Missense

	TET2
	KY9330
	chr4:106155397
	0.2797
	p.E100X
	100
	Nonsense

	TET2
	KY9330
	chr4:106155418
	0.2837
	p.L107I
	107
	Missense

	TET2
	KY9331
	chr4：106164887
	0.438
	p.L1252P
	125
	Missense

	NOTCH1
	KY9318
	chr9:139418394
	0.4529
	p.P60S
	60
	Missense

	APC
	KY9319
	chr5:112043421
	0.4679
	p.A3T
	3
	Missense

	PDGFRB
	KY9319
	chr5:149499034
	0.4762
	p.E932K
	932
	Missense

	KRAS
	KY9320
	chr12:25398281
	0.0456
	p.G13D
	13
	Missense

	RB1
	KY9316
	chr13:48878072
	0.0621
	p.K8N
	8
	Missense

	ARID1B
	KY9320
	chr6:157521963
	0.2127
	p.S1452L
	1452
	Missense

	KLF2
	KY9320
	chr19:16436026
	0.3534
	Splice Site
	-
	Splice site

	KLF2
	KY9328
	chr19:16436294
	0.1915
	p.A115P
	115
	Missense

	KLF2
	KY9328
	chr19:16436775
	0.2553
	p.S275N
	275
	Missense

	TNFRSF14
	KY9320
	chr1:2488138
	0.4248
	p.W12X
	12
	Nonsense

	TNFRSF14
	KY9328
	chr1:2489252
	0.4653
	p.C53R
	53
	Missense

	PTPRD
	KY9328
	chr9:8485838
	0.2656
	p.K993N
	993
	Missense

	BRCA2
	KY9332
	chr13:32954230
	0.213
	p.C3069Ffs*2
	3069
	Deletion

	KMT2A
	KY9332
	chr11:118307586
	0.1491
	p.A120V
	120
	Missense

	KMT2C
	KY9331
	chr7:151935833
	0.2642
	p.P871S
	871
	Missense

	KMT2C
	KY9332
	chr7:151945297
	0.2361
	p.M741T
	741
	Missense

	BCL6
	KY9328
	chr3:187449543
	0.1974
	p.Q113X
	113
	Nonsense

	EGR1
	KY9329
	chr5:137802734
	0.4895
	p.S199N
	199
	Missense

	EGR1
	KY9332
	chr5:137801577
	0.131
	p.N43D
	43
	Missense

	BCL2
	KY9330
	chr18:60985514
	0.2689
	p.R129H
	129
	Missense

	BCL2
	KY9332
	chr18:60985508
	0.0419
	p.A131V
	131
	Missense

	TCF3
	KY9330
	chr19:1650207
	0.4474
	p.K14R
	14
	Missense

	RHOA
	KY9331
	chr3:49413010
	0.4299
	p.R5W
	5
	Missense

	DDX3X
	KY9331
	chrX:41205662
	0.7561
	p.A499V
	499
	Missense

	DDX3X
	KY9332
	chrX:41204676
	0.1905
	p.L397S
	397
	Missense

	PRDM1
	KY9331
	chr6:106536318
	0.6437
	p.E97Kfs*6
	97
	Insertion

	APC
	KY9319
	chr5:112043421
	0.4679
	p.A3T
	3
	Missense

	APC
	KY9331
	chr5:112174669
	0.4444
	p.S1108R
	1108
	Missense

	BCORL1
	KY9331
	chrX:129150080
	0.8761
	p.T1111M
	1111
	Missense

	BRAF
	KY9332
	chr7:140624403
	0.191
	p.A33_A34insGA
	33-34
	nonInsertion



