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Table S1. RNA primer sequences
	Name
	Sequence (5'to3')

	FERMT1-F (qRT-PCR)
	CCGGGGTAGTTTGTAGGGAC

	FERMT1-R (qRT-PCR)
	ATGCTGGTGTCTCCTTTCCAG

	S100A14-F (qRT-PCR)
	ATCTCATGCCGAGCAACTGT

	S100A14-R (qRT-PCR)
	TCTTGGCCGCTTCTCCAATC

	ITGA3-F (qRT-PCR)
	ACCTCTATATTGATATTGCTGTGGG

	ITGA3-R (qRT-PCR)
	GAGGGAATAGCCGAAGGTGG







Table S2. Differentially expressed mRNAs at top 20 in microarray.  
	Gene ID
	Gene Symbol
	P-value
	Regulation
	chrom

	ENSG00000161179
	YDJC
	0.0000447469311
	down
	chr22

	ENSG00000256618
	MTRNR2L1
	0.000131394
	down
	chr17

	ENSG00000188536
	HBA2
	0.00024261
	down
	chr16

	ENSG00000106682
	EIF4H
	0.00034336
	down
	chr7

	ENSG00000108424
	KPNB1
	0.00036854
	down
	chr17

	ENSG00000258643
	BCL2L2-PABPN1
	0.00056185
	down
	chr14

	ENSG00000118162
	KPTN
	0.00058181
	down
	chr19

	CATG00000060463
	CATG00000060463.1
	0.00066489
	up
	chr3

	ENSG00000090316
	MAEA
	0.00072062
	up
	chr4

	ENSG00000005448
	WDR54
	0.00075943
	down
	chr2

	ENSG00000187808
	SOWAHD
	0.00077882
	down
	chrX

	ENSG00000103496
	STX4
	0.00082139
	down
	chr16

	ENSG00000179772
	FOXS1
	0.00089807
	down
	chr20

	ENSG00000143493
	INTS7
	0.0010047
	down
	chr1

	ENSG00000179111
	HES7
	0.00101279
	down
	chr17

	ENSG00000165376
	CLDN2
	0.00102922
	up
	chrX

	ENSG00000136930
	PSMB7
	0.00131533
	up
	chr9

	ENSG00000203737
	GPR52
	0.00133821
	up
	chr1

	ENSG00000197122
	SRC
	0.00143666
	up
	chr20

	ENSG00000107929
	LARP4B
	0.00144689
	up
	chr10


mRNA, messenger RNA


[bookmark: _Hlk175079191][bookmark: _GoBack]Table S3. The list of 71 genes in the brown module
	Gene
	GS. HC
	P-value
	GS. PC
	P-value
	MM
Brown module
	P-value

	AGR2
	-0.576931201
	8.97E-15
	0.576931201
	8.97E-15
	0.811634604
	1.31E-36

	ANLN
	-0.587371195
	2.24E-15
	0.587371195
	2.24E-15
	0.90315278
	1.39E-56

	ANO1
	-0.618736549
	2.53E-17
	0.618736549
	2.53E-17
	0.806062117
	9.21E-36

	ARNTL2
	-0.543961834
	5.27E-13
	0.543961834
	5.27E-13
	0.860425851
	1.79E-45

	BUB1
	-0.513888464
	1.50E-11
	0.513888464
	1.50E-11
	0.851938766
	1.05E-43

	CCNB2
	-0.51851944
	9.13E-12
	0.51851944
	9.13E-12
	0.855456818
	2.00E-44

	CDCP1
	-0.53578526
	1.35E-12
	0.53578526
	1.35E-12
	0.868842997
	2.41E-47

	CDH3
	-0.638357511
	1.18E-18
	0.638357511
	1.18E-18
	0.895907368
	2.27E-54

	CEACAM1
	-0.548954294
	2.92E-13
	0.548954294
	2.92E-13
	0.813286896
	7.26E-37

	CEACAM6
	-0.626143124
	8.16E-18
	0.626143124
	8.16E-18
	0.815441906
	3.33E-37

	CENPF
	-0.553329579
	1.73E-13
	0.553329579
	1.73E-13
	0.889188688
	1.86E-52

	CENPI
	-0.511524284
	1.92E-11
	0.511524284
	1.92E-11
	0.803706632
	2.06E-35

	CENPK
	-0.551897303
	2.06E-13
	0.551897303
	2.06E-13
	0.856448897
	1.24E-44

	CEP55
	-0.517983884
	9.67E-12
	0.517983884
	9.67E-12
	0.865730073
	1.23E-46

	COL17A1
	-0.606109912
	1.63E-16
	0.606109912
	1.63E-16
	0.810958712
	1.67E-36

	CORO2A
	-0.58071719
	5.45E-15
	0.58071719
	5.45E-15
	0.854567714
	3.05E-44

	CTSE
	-0.659871899
	3.12E-20
	0.659871899
	3.12E-20
	0.810193245
	2.18E-36

	CXCL12
	0.523743668
	5.18E-12
	-0.523743668
	5.18E-12
	-0.851615484
	1.21E-43

	DLGAP5
	-0.540215854
	8.14E-13
	0.540215854
	8.14E-13
	0.869486867
	1.71E-47

	DTL
	-0.511451067
	1.93E-11
	0.511451067
	1.93E-11
	0.815357804
	3.44E-37

	ECT2
	-0.633182074
	2.70E-18
	0.633182074
	2.70E-18
	0.905831398
	1.90E-57

	FERMT1
	-0.577911798
	7.89E-15
	0.577911798
	7.89E-15
	0.843764105
	4.16E-42

	FGD6
	-0.619646895
	2.21E-17
	0.619646895
	2.21E-17
	0.86353317
	3.78E-46

	FXYD3
	-0.537306745
	1.14E-12
	0.537306745
	1.14E-12
	0.844363693
	3.20E-42

	GAPDH
	-0.567451575
	3.03E-14
	0.567451575
	3.03E-14
	0.80331865
	2.35E-35

	GJB2
	-0.617709511
	2.96E-17
	0.617709511
	2.96E-17
	0.81232015
	1.03E-36

	HN1
	-0.594400799
	8.55E-16
	0.594400799
	8.55E-16
	0.870993063
	7.65E-48

	ITGA2
	-0.628665875
	5.51E-18
	0.628665875
	5.51E-18
	0.900324699
	1.06E-55

	ITGA3
	-0.565724389
	3.77E-14
	0.565724389
	3.77E-14
	0.830179906
	1.21E-39

	ITGB4
	-0.631703398
	3.41E-18
	0.631703398
	3.41E-18
	0.869147249
	2.05E-47

	ITGB6
	-0.597064873
	5.90E-16
	0.597064873
	5.90E-16
	0.863087211
	4.73E-46

	KCNK1
	-0.520997875
	6.98E-12
	0.520997875
	6.98E-12
	0.834627665
	2.00E-40

	KCNN4
	-0.649583154
	1.84E-19
	0.649583154
	1.84E-19
	0.831500066
	7.15E-40

	KIF23
	-0.533912085
	1.67E-12
	0.533912085
	1.67E-12
	0.846292938
	1.36E-42

	KRT19
	-0.642463501
	6.02E-19
	0.642463501
	6.02E-19
	0.913599751
	4.18E-60

	LAMA3
	-0.638380419
	1.17E-18
	0.638380419
	1.17E-18
	0.828926102
	2.00E-39

	LAMB3
	-0.679042349
	9.48E-22
	0.679042349
	9.48E-22
	0.939123732
	5.12E-71

	LAMC2
	-0.689306841
	1.31E-22
	0.689306841
	1.31E-22
	0.933185161
	4.21E-68

	LMO7
	-0.590938861
	1.38E-15
	0.590938861
	1.38E-15
	0.845862958
	1.65E-42

	MELK
	-0.549285118
	2.81E-13
	0.549285118
	2.81E-13
	0.871181321
	6.91E-48

	MLPH
	-0.652760073
	1.07E-19
	0.652760073
	1.07E-19
	0.854646991
	2.94E-44

	MST1R
	-0.623418415
	1.24E-17
	0.623418415
	1.24E-17
	0.893476319
	1.16E-53

	MTMR11
	-0.619333148
	2.31E-17
	0.619333148
	2.31E-17
	0.834290796
	2.30E-40

	NEK2
	-0.508193585
	2.72E-11
	0.508193585
	2.72E-11
	0.845340967
	2.08E-42

	NMU
	-0.554824523
	1.45E-13
	0.554824523
	1.45E-13
	0.828356791
	2.50E-39

	PLEK2
	-0.541773924
	6.79E-13
	0.541773924
	6.79E-13
	0.857935256
	6.07E-45

	PRC1
	-0.533479199
	1.76E-12
	0.533479199
	1.76E-12
	0.833186281
	3.61E-40

	RHBDL2
	-0.556443971
	1.19E-13
	0.556443971
	1.19E-13
	0.903775812
	8.79E-57

	S100A14
	-0.504166056
	4.12E-11
	0.504166056
	4.12E-11
	0.853774914
	4.43E-44

	S100P
	-0.635875119
	1.76E-18
	0.635875119
	1.76E-18
	0.821178407
	3.98E-38

	SERPINB5
	-0.635051022
	2.00E-18
	0.635051022
	2.00E-18
	0.90103572
	6.41E-56

	SFN
	-0.587685903
	2.15E-15
	0.587685903
	2.15E-15
	0.854918637
	2.58E-44

	SLC2A1
	-0.634496468
	2.19E-18
	0.634496468
	2.19E-18
	0.830248221
	1.18E-39

	SLC6A14
	-0.642753686
	5.74E-19
	0.642753686
	5.74E-19
	0.804942567
	1.35E-35

	SLPI
	-0.569085309
	2.46E-14
	0.569085309
	2.46E-14
	0.808151497
	4.47E-36

	STIL
	-0.504885915
	3.83E-11
	0.504885915
	3.83E-11
	0.870073081
	1.25E-47

	STYK1
	-0.650198526
	1.66E-19
	0.650198526
	1.66E-19
	0.898559884
	3.68E-55

	TMC7
	-0.636455799
	1.60E-18
	0.636455799
	1.60E-18
	0.888231917
	3.40E-52

	TPX2
	-0.564019431
	4.66E-14
	0.564019431
	4.66E-14
	0.880419684
	3.86E-50

	TRIM16
	-0.604138964
	2.17E-16
	0.604138964
	2.17E-16
	0.846917125
	1.03E-42

	TRIM29
	-0.591301124
	1.31E-15
	0.591301124
	1.31E-15
	0.841436211
	1.14E-41

	TSPAN1
	-0.666486106
	9.63E-21
	0.666486106
	9.63E-21
	0.920785832
	8.51E-63

	UBE2T
	-0.549596382
	2.71E-13
	0.549596382
	2.71E-13
	0.872022558
	4.38E-48

	AOX1
	0.608602518
	1.14E-16
	-0.608602518
	1.14E-16
	-0.839357151
	2.78E-41

	APOL1
	-0.607180724
	1.40E-16
	0.607180724
	1.40E-16
	0.804470384
	1.59E-35

	ASAP2
	-0.669446383
	5.63E-21
	0.669446383
	5.63E-21
	0.839755267
	2.35E-41

	BTG2
	0.562198732
	5.85E-14
	-0.562198732
	5.85E-14
	-0.808618229
	3.80E-36

	MALL
	-0.571919521
	1.71E-14
	0.571919521
	1.71E-14
	0.801935307
	3.75E-35

	OSBPL3
	-0.635880014
	1.76E-18
	0.635880014
	1.76E-18
	0.805667143
	1.05E-35

	PKM
	-0.622921913
	1.34E-17
	0.622921913
	1.34E-17
	0.804492597
	1.58E-35

	S100A10
	-0.592270614
	1.15E-15
	0.592270614
	1.15E-15
	0.812420367
	9.91E-37






