Supplementary Table 1. GO and KEGG enrichment analysis of PTK6-associated genes in PAAD.
	ONTOLOGY
	ID
	Description

	BP
	GO:0007586
	digestion

	BP
	GO:0031424
	keratinization

	BP
	GO:0030216
	keratinocyte differentiation

	BP
	GO:0045109
	intermediate filament organization

	BP
	GO:0009913
	epidermal cell differentiation

	BP
	GO:0008544
	epidermis development

	BP
	GO:0045104
	intermediate filament cytoskeleton organization

	BP
	GO:0045103
	intermediate filament-based process

	BP
	GO:0032094
	response to food

	BP
	GO:0043588
	skin development

	BP
	GO:0022600
	digestive system process

	BP
	GO:0016042
	lipid catabolic process

	BP
	GO:0046324
	regulation of glucose import

	BP
	GO:0010951
	negative regulation of endopeptidase activity

	BP
	GO:0010466
	negative regulation of peptidase activity

	BP
	GO:0030299
	intestinal cholesterol absorption

	BP
	GO:0010827
	regulation of glucose transmembrane transport

	BP
	GO:0046323
	glucose import

	BP
	GO:0061844
	antimicrobial humoral immune response mediated by antimicrobial peptide

	BP
	GO:0044241
	lipid digestion

	BP
	GO:0098856
	intestinal lipid absorption

	BP
	GO:0030277
	maintenance of gastrointestinal epithelium

	BP
	GO:0010876
	lipid localization

	BP
	GO:0035821
	modulation of process of another organism

	CC
	GO:0045095
	keratin filament

	CC
	GO:0005882
	intermediate filament

	CC
	GO:0045111
	intermediate filament cytoskeleton

	CC
	GO:0031225
	anchored component of membrane

	CC
	GO:0005796
	Golgi lumen

	MF
	GO:0005179
	hormone activity

	MF
	GO:0030548
	acetylcholine receptor regulator activity

	MF
	GO:0070492
	oligosaccharide binding

	MF
	GO:0099602
	neurotransmitter receptor regulator activity

	MF
	GO:0004866
	endopeptidase inhibitor activity

	MF
	GO:0030414
	peptidase inhibitor activity

	MF
	GO:0004806
	triglyceride lipase activity

	MF
	GO:0061135
	endopeptidase regulator activity

	MF
	GO:0004181
	metallocarboxypeptidase activity

	MF
	GO:0048018
	receptor ligand activity

	MF
	GO:0005200
	structural constituent of cytoskeleton

	MF
	GO:0030546
	signaling receptor activator activity

	MF
	GO:0061134
	peptidase regulator activity

	MF
	GO:0030280
	structural constituent of skin epidermis

	MF
	GO:0016298
	lipase activity

	MF
	GO:0004180
	carboxypeptidase activity

	MF
	GO:0030246
	carbohydrate binding

	MF
	GO:0052689
	carboxylic ester hydrolase activity

	MF
	GO:0004869
	cysteine-type endopeptidase inhibitor activity

	MF
	GO:0005201
	extracellular matrix structural constituent

	MF
	GO:0004252
	serine-type endopeptidase activity

	KEGG
	hsa04972
	Pancreatic secretion

	KEGG
	hsa04975
	Fat digestion and absorption

	KEGG
	hsa04974
	Protein digestion and absorption




