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	Items
	Chong et al., Theranostics, 202122
	Li et al., BMC Med Genomics, 202326
	Xu et al., Front Cell Dev Biol, 202033
	Sheng et al., Sci Rep, 202334
	This study

	Number of m6A regulators
	23
	25
	20
	23
	27 (7 writers, 3 erasers, 17 readers)

	Total sample size
	1,400
	1,200
	800
	1,100
	2,405 (TCGA + 12 GEO cohorts)

	m6A modification clusters
	2 clusters
	2 clusters
	2 clusters
	2 clusters
	3 stable clusters

	TME immune phenotypes
	Immune infiltration only
	Not defined
	Immune score only
	Simple infiltration
	Immune‑excluded / Inflamed / Desert

	Genomic stratification
	None
	None
	None
	None
	m6A‑related genomic subtypes

	Core framework
	Pattern,TME ,prognosis
	Mutation,prognosis
	Expression,immune
	Pattern,prognosis
	Modification‑genomic phenotype‑therapy axis

	Immunotherapy prediction
	PD‑1/PD‑L1
	Not done
	IPS
	Checkpoints only
	IPS + MSI + TMB + PD‑L1/CTLA4

	MDSC mechanism
	Not explained
	Not explained
	Not involved
	Not involved
	CXCL1 / ARG1 mechanism clarified








