Supplementary Table S5. The information of the seven prognosis-related genes.

	Symbol
	Function
	HR TCGA
	P value TCGA
	HR CGGA
	P value CGGA

	 ACADVL   
	 ACADVL provides instructions for the production of an enzyme called very long-chain Acyl-CoA dehydrogenase (VLCAD). This enzyme functions mainly in mitochondria, and it’s crucial for fatty acid oxidation, a multi-step process that metabolizes fats and converts them into energy(1).
	2,153
	<0,0001
	4,698
	<0,0001

	FDX1
	A small iron-sulfur protein involved in the metabolism of various steroids hormones, cholesterol and bile acids, and transfers electrons from NADPH to mitochondrial cytochrome P450 via ferredoxin reductase (FDXR)(2).
	2,923
	<0,0001
	0,6771
	<0,0001

	ALDH3A2
	 ALDH3A2 gene is a member of the aldehyde dehydrogenase (ALDH) gene family. It is responsible for the production of an enzyme called fatty aldehyde dehydrogenase (FALDH). This enzyme is implicated in the degradation of fats, in particular the breakdown of molecules called fatty aldehydes into fatty acids. This conversion is part fatty acid oxidation, during which the fats are broken down and converted into energy(3). 
	1,458
	0.0127
	4,216
	<0,0001

	ALKBH4
	-Dioxygenase engaged in the demethylation of monomethylated actin at 'Lys-84' (K84me1), serving as a regulator of actomyosin processes. Demethylation of actin K84me1 is required for the maintenance of actomyosin dynamics that allow normal cleavage furrow ingression during cytokinesis and cell migration(4) .  
-Can be involved in transcription regulation (5). 
	1,537
	0,0018
	2,933
	<0,0001

	ACSL1
	Acsl1 is a key enzyme that drives fatty acids to the mitochondria for β-oxidation. The role of Acsl1 in energy metabolism has been unraveled in adipose tissue, heart and skeletal muscle (6).
	2,410
	<0,0001
	2,771
	0,0002

	NOX4
	Nox is a distinct class of enzymes dedicated exclusively to the generation and regulation of oxidative stress in mitochondria. Nox-derived ROS are important in cellular physiology (7). 
An increase in Nox expression and activation has been reported to enhance protein oxidation, resulting in impaired respiratory chain complex activity, altered mitochondrial function and bioenergetics, and enhanced oxidative stress (8). 
	4,437
	<0,0001
	6,646
	<0,0001

	FASTK
	A mitochondria-specific isoform of FASTK is found in mitochondrial RNA granules and is involved in the biogenesis of ND6 mRNA, a subunit of the mitochondria-encoded NADH dehydrogenase complex (complex I) governing mitochondrial gene expression and function (9).
	2,149
	<0,0001
	4,575
	<0,0001
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