Supplemental Information: Development of an 8K SNP chip to assess adaptive diversity and hybridization in polar bears 
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Table S2. Mean ln(ProbK) and delta K values from STRUCTURE (Pritchard et al. 2000) analyses of 819 samples of polar bears (Ursus maritimus) and grizzly bears (Ursus arctos) genotyped at 1,452 species-discriminating loci (excluding mitochondrial SNPs and Y-linked chromosomes).
	K
	Mean (LnProbK)
	SD (LnProbK)
	Delta K

	1
	-1574892.50
	1.82
	 

	2
	-382462.73
	2.04
	579446.63

	3
	-374730.19
	3577.28
	1.12

	4
	-370986.34
	2008.08
	 




Table S3. Mean ln(ProbK) and delta K values from STRUCTURE (Pritchard et al. 2000) analyses of 819 samples of polar bears (Ursus maritimus) and grizzly bears (Ursus arctos) genotyped at 1,470 species-discriminating loci (excluding Y-linked chromosomes). 

	K
	Mean (LnProbK)
	SD (LnProbK)
	Delta K

	1
	-1589179.90
	1.30
	

	2
	-383685.00
	2.58
	464621.75

	3
	-377638.33
	4485.02
	0.37

	4
	-373102.26
	1209.85
	






[image: ]
Figure S1: Ancestry bar plot from STRUCTURE (Pritchard et al. 2000) for K=2-4 for 371 polar bears (Ursus maritimus; PB), 440 grizzly bears (Ursus arctos; GB), including those from the Admiralty, Baranof, and Chichagof (ABC) Islands of Alaska, and 8 known hybrids that were genotyped at 1,470 species-discriminating loci (including mitochondrial SNPs). Each individual is represented as a vertical bar, with the proportion of colors representing their genetic assignment to the clusters. 


[image: ]Figure S2. PCA plot for the 371 samples of polar bears (Ursus maritimus; PB), 440 grizzly bears (Ursus arctos; GB), including those from the Admiralty, Baranof, and Chichagof (ABC) Islands of Alaska, and 8 hybrids that were genotyped at 1,470 species-discriminating loci (including mitochondrial SNPs). Shown are PC1 vs PC2 with each sample represented as a point.
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