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Interactions for PP analysis

Figure 1. Estimated conditional means and 95 % CI for PP models with treatment/control
interaction by risk level (complete cases only)
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Note. “MET” = average MET minutes (per w.), “ALCO” = average alcohol portions (per w.), “VEGE” = composite score for
vegetable and fruit consumption, “ST” = did the participant seek medical treatment/examination after seeing the P5 results
(probability), “Low risk” = less than 7.5 % risk of developing T2D/CHD during the next ten years, and “High risk” = more than 7.5
% risk of developing T2D/CHD during the next ten years. G+T = Genetic and traditional (experimental group), and T = Traditional
(control group).

As Figure 1 shows, the interaction effects between the groups tend to be, for most variables, very
faint. The most substantial effect was found concerning T2D risk and alcohol consumption. Here,
the conditional means show signs of crossover interaction, but the differences are tiny. Moreover,

given the noisiness of the measure, not much can be said about the pattern with confidence.

Table 1 gives the exact estimates for means, standard errors, p-values, and effect sizes for all

models.

Table 1. Estimated conditional means, p-values for interaction term, and estimated effect sizes



Outcome Risk level Estimated mean (SE)  Interactionp  Cohen's d/OR
G+T T
MET minutes (T2D) h‘i’;"éer 11470357 ((18468)) 11377023 ((17;37)) 0.99 <0.001
MET minutes (CHD) h?;\r/]er 11662771 ((18733) 116554 ((17802)) 0.46 :0.048
Alcohol (T2D) h?;\rl]er 12 28:13 11;78((09'211)) 0.08 0.113
oy 0D 0Dy o
Vegetabl (120 Narer 352006 aeeon 05 004
Vegetable CHO) e a0 seooy | O% O
Sought treatment (T2D) h?;er 8:(1); 883 8:(1); 88&23; 0.79 1.20 (OR)
Sought treatment (CHD) II:I(i)g\gArller ggj Eggé; 822 Eggg 0.78 1.26 (OR)

Note. Heteroscedasticity-consistent HC3 standard errors were used for the vegetable/fruit consumption and robust standard errors by
Croux et al., 2003 for the robust regression models. For the non-logistic regression models, the effect sizes were estimated based on
the t-statistic of the interaction term and the model degrees of freedom. For the logistic models, the effect size is the odds ratio of the

interaction term. MET minutes are rounded to zero decimal places, and all other variables to 2 decimal places.
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