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Supplementary Table 1. NCBI primer blast-designed oligonucleotides used for qRT-PCR analyses.
	Gene symbol
	Forward sequence
	Reverse sequence

	Acox1
	5’-CTATGGGATCAGCCAGAAAG-3’
	5’-AGTCAAAGGCATCCACCAA-3’

	Adipoq
	5’-AAGGGAGAGAAAGGAGATGC-3’
	5’-TACACATAAGCGGCTTCTCC-3’

	Ccl2
	5’-AGCACCAGCCAACTCTCACT-3’
	5’-TCATTGGGATCATCTTGCTG-3’

	Cd206
	5’-CAAGGAAGGTTGGCATTTGT-3’
	5’-CCTTTCAGTCCTTTGCAAGC-3’

	Cpt1a
	5’-CACCAACGGGCTCATCTTCTA-3’
	5’-CAAAATGACCTAGCCTTCTATCGAA-3’

	Dgat1
	5’-GAGGCCTCTCTGCCCCTATG-3’
	5’-GCCCCTGGACAACACAGACT-3’

	Fasn
	5’-GCTGCGGAAACTTCAGGAAAT-3’
	5’-AGAGACGTGTCACTCCTGGACTT-3’

	Egr1
	5’-GTCCTTTTCTGACATCGCTCTGA-3’
	5’-CGAGTCGTTTGGCTGGGATA-3’

	Fgf21
	5’-CCTCTAGGTTTCTTTGCCAACAG-3’
	5’-AAGCTGCAGGCCTCAGGAT-3’

	Fgfr1
	5’-TACAAGGTTCGCTATGCCAC-3’
	5’-TGCGGAGATCGTTCCACGAC-3’

	Fndc5
	5’-GGTGCTGATCATTGTTGTGG-3’
	5’-CGCTCTTGGTTTTCTCCTTG-3’

	Il10
	5’-AAGGCAGTGGAGCAGGTGAA-3’
	5’-CCAGCAGACTCAATACACAC-3’

	Il4
	5’-ACAGGAGAAGGGACGCCAT-3’
	5’-GAAGCCCTACAGACGAGCTCA-3’

	Il6
	5’-GAGGATACCACTCCCAACAGACC-3’
	5’-AAGTGCATCATCGTTGTTCATACA-3’

	Itgax (Cd11c)
	5’-ACGTCAGTACAAGGAGATGTTGGA-3’
	5’-ATCCTATTGCAGAATGCTTCTTTACC-3’

	Klb (β-klotho)
	5’-ACGACCCGACGAGGGCTGTT-3’
	5’-GGAGGAGACCGTAAACTCGGGCTTA-3’

	Lipe (Hsl)
	5’-CTGCTTCTCCCTCTCGTCTG-3’
	5’-CAAAATGGTCCTCTGCCTCT-3’

	Lpl
	5’-GCCAAGAGAAGCAGCAAGAT-3’
	5’-CCATCCTCAGTCCCAGAAAA-3’

	Nrf1
	5’-GCTCACTTCCTCCGGTCCTTTG-3’
	5’-GACAAGATCATCAACCTGCCTGTAG-3’

	Ppargc1a (Pgc1a)
	5’-CTAGCCATGGATGGCCTATTT-3’
	5’-GTCTCGACACGGAGAGTTAAAG-3’

	Prdm16
	5’-CAGCCATACAGGTGCAAGTA-3’
	5’-GAACGGCTTCTCTTTGTTGTG-3’

	Tlr4
	5’-TGGTTGCAGAAAATGCAGG-3’
	5’-AGGAACTACCTCTATGCAGGG-3’

	Tnf
	5’-CATCTTCTCAAAATTCGAGTGACAA-3’
	5’-TGGGAGTAGACAAGGTACAACCC-3’

	Ucp1
	5’-ACTGCCACACCTCCAGTCATT-3’
	5’-CTTTGCCTCACTCAGGATTGG-3’





Supplementary Table 2. TaqMan Assays-on-Demand oligonucleotides used for qRT-PCR analyses.
	Gene symbol
	Catalog number

	Lep
	Mm00434759_m1

	Pnpla2 (Atgl)
	Mm00503040_m1

	Scd1
	Mm00772290_m1

	Tbx1
	Mm00448949_m1

	Tfam
	Mm00447485_m1

	Tmem26
	Mm01173641_m1

	Tnfrsf9 (Cd137)
	Mm00441899_m1
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Supplementary Fig. 1. Differential expression of genes controlling fat accumulation and deposition (A), pro and anti-inflammatory genes (B) and thermogenic function markers (C) in iWAT and iBAT of 18 months old DIO female mice. Data are mean ± SEM. (n=6-9). ***P<0.001 **P<0.01, *P<0.05. 
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