

[bookmark: _GoBack][image: ]Supplementary information table S1: mean values of peat properties along the depths of each 5 cores for each land-use type except Burnt land-use type.
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Supplementary information table S2: Tukey’s multiple comparison test for each microbial groups and land-use type pairs showing the Difference value and their statistical significance. Note F denotes secondary forest, D denotes drained forest, B denotes Burnt peatlands, YOP denotes young oil palm plantations, MOP denotes Mature Oil palm plantations.
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Supplemetal material fig S3:  Effect of land-use type upon phenotypic structure of soil microbial communities determined by PLFA analysis, as shown by principal component (PC) analysis. (a) ordination of PC1 and 2 with respect to land-use type (OP = oil palm); (b) ordination of PC1 and 2 with respect to soil depth (point labels denote depth of sample in cm from surface; (c) associated loadings, point labels denote PLFA type. For (a, b) points denote means (n varies, see text), whiskers denote standard errors.
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Actinomycetes GN:GP

B vs D -0.5887 no -0.813 no -7.884 yes -4.239 yes -2.243 no -0.01929 no -1.5261 yes

B vs YOP -1.4149 no -1.509 no -4.588 yes -3.522 no -1.858 no -0.02717 no -1.2128 yes

B vs F -1.7883 no -1.676 no -10.827 yes -4.75 yes -5.964 no -0.02226 no -1.8099 yes

B vs MOP -1.8285 no -2.095 yes -9.132 yes -3.079 no -2.129 no -0.0535 yes -1.2856 no

D vs YOP -0.8262 no -0.696 no -3.295 no -0.717 no -4.101 no -0.00788 no -0.3133 no

D vs F -1.1996 no -2.489 yes -2.943 no -0.511 no -3.721 no -0.04155 no -0.2838 no

D vs MOP -1.2398 no -1.282 no -1.248 no -1.159 no -0.114 no -0.03421 no -0.2405 no

YOP vs F -0.3734 no -3.185 yes -6.238 yes -1.228 no -7.822 yes -0.04943 yes -0.5971 no

YOP vs MOP -0.4136 no -0.586 no -4.543 no -0.443 no -3.986 no -0.02634 no -0.0728 no

F vs MOP -0.0402 no -3.771 yes -1.695 no -1.671 no -3.836 no -0.07576 yes -0.5243 no

Fungi GN GP NS F:B
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DifferenceSignificantDifferenceSignificantDifferenceSignificantDifferenceSignificantDifferenceSignificantDifferenceSignificantDifferenceSignificant

B vs D -0.589 no -0.813 no -7.884 yes -4.239 yes -2.243 no -0.019 no -1.526 yes

B vs YOP -1.415 no -1.509 no -4.588 yes -3.522 no -1.858 no -0.027 no -1.213 yes

B vs F -1.788 no -1.676 no -10.827 yes -4.75 yes -5.964 no -0.022 no -1.810 yes

B vs MOP -1.829 no -2.095 yes -9.132 yes -3.079 no -2.129 no -0.054 yes -1.286 no

D vs YOP -0.826 no -0.696 no -3.295 no -0.717 no -4.101 no -0.008 no -0.313 no

D vs F -1.200 no -2.489 yes -2.943 no -0.511 no -3.721 no -0.042 no -0.284 no

D vs MOP -1.240 no -1.282 no -1.248 no -1.159 no -0.114 no -0.034 no -0.241 no

YOP vs F -0.373 no -3.185 yes -6.238 yes -1.228 no -7.822 yes -0.049 yes -0.597 no

YOP vs MOP -0.414 no -0.586 no -4.543 no -0.443 no -3.986 no -0.026 no -0.073 no

F vs MOP -0.040 no -3.771 yes -1.695 no -1.671 no -3.836 no -0.076 yes -0.524 no

G-:G+ Actinomycetes Fungi G- G+ Non-specific F:B


