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Fig. S1 Maximum likelihood tree showing the phylogenetic relationships of L. anagyroides symbionts studied (bolded) with Bradyrhizobium type strains of recognized species based on glnII gene sequences. Bootstrap values based on 1000 replicates >50% are indicated at the branching points. The scale bar presents the number of nucleotide substitutions per site. The sequence of Sinorhizobium etli was used as an outgroup
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Fig. S2 Maximum likelihood tree showing the phylogenetic relationships of L. anagyroides symbionts studied (bolded) with Bradyrhizobium type strains of recognized species based on dnaK gene sequences. Bootstrap values based on 1000 replicates >50% are indicated at the branching points. The scale bar presents the number of nucleotide substitutions per site. The sequence of Sinorhizobium etli was used as an outgroup.
[image: ]Fig. S3 Maximum likelihood tree showing the phylogenetic relationships of L. anagyroides symbionts studied (bolded) with Bradyrhizobium type strains of recognized species based on recA gene sequences. Bootstrap values based on 1000 replicates >50% are indicated at the branching points. The scale bar presents the number of nucleotide substitutions per site. The sequence of Sinorhizobium etli was used as an outgroup.
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Fig. S4 Maximum likelihood tree showing the phylogenetic relationships of L. anagyroides symbionts studied (bolded) with Bradyrhizobium type strains of recognized species based on atpD gene sequences. Bootstrap values based on 1000 replicates >50% are indicated at the branching points. The scale bar presents the number of nucleotide substitutions per site. The sequence of Sinorhizobium etli was used as an outgroup.
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