Table S2 OTUs related to natural rubber degradation.
	OUT ID
	Treatment1
	Taxonomy2

	
	CF
	OF-CF
	

	OTU_506
	17
	18
	k__Bacteria; p__Actinobacteria; c__Actinobacteria; o__Corynebacteriales; f__Nocardiaceae; g__Nocardia; s__unidentified

	OTU_391
	39
	42
	k__Bacteria; p__Actinobacteria; c__Actinobacteria; o__Streptomycetales; f__Streptomycetaceae; g__Streptomyces; s__unidentified

	OTU_189
	44
	46
	k__Bacteria; p__Actinobacteria; c__Actinobacteria; o__Corynebacteriales; f__Mycobacteriaceae; g__Mycobacterium; s__unidentified

	OTU_278
	19
	22
	k__Bacteria; p__Actinobacteria; c__Actinobacteria; o__Corynebacteriales; f__Mycobacteriaceae; g__Mycobacterium; s__unidentified

	OTU_1057
	3
	2
	k__Bacteria; p__Actinobacteria; c__Actinobacteria; o__Corynebacteriales; f__Mycobacteriaceae; g__Mycobacterium; s__unidentified


[bookmark: _GoBack]Note: 1. Arabic number represented sequence counts in each sample. 2. Taxonomic pedigree information. K, kingdom; p, phylum; c, class; o, order; f, family; g, genus; s, species.  




