
Table S1 The phylum-level gastrointestinal bacterial compositions of Rhinolophus luctus and Murina leucogaster
	Phylum
	DW
 (%)
	DC
 (%)
	BW
 (%)
	BC
 (%)

	Proteobacteria
	86.07
	91.87
	95.79
	88.78

	Firmicutes
	13.84
	8.11
	4.19
	11.20

	Bacteroidetes
	0
	0.02
	0.02
	0.01

	Actinobacteria
	0
	0
	0
	0.01

	Unclassified
	0.09
	0
	-
	-


 −, indicates a very low bacterial content. 
Table S2 Bacterial genera that occurred in relative abundances of more than 1% in the gastrointestinal tracts of various bat species

	Genus
	Present study
	Zhou, 2016
	Yuan, 2018
	Hatta et al. 2016

	
	Rhinolophus luctus
	Murina leucogaster
	Hipposideros pratti
	Hypsugo alaschanicus
	Miniopterus fuliginosus
	Rhinolophus ferrumequinum
	Rousettus amplexicaudatus

	
	S
	I
	S
	I
	S
	I
	S
	I
	S
	I
	S
	I
	R

	Lactococcus
	10.11
	1.68
	
	
	26.10
	2.00
	2.00
	2.40
	
	22.36
	
	
	

	Paeniclostridium
	3.41
	4.69
	
	
	
	
	
	
	
	
	
	
	

	Citrobacter
	1.28
	
	
	
	6.90
	9.90
	
	
	
	
	
	
	

	Undibacterium
	
	28.56
	54.41
	29.67
	
	
	
	
	70.54
	29.06
	25.69
	33.61
	

	Burkholderia
	
	2.25
	5.28
	2.67
	
	
	
	
	
	
	
	1.07
	

	Actinobacillus
	
	1.05
	
	
	
	
	
	
	
	
	31.49
	3.93
	

	Enterococcus
	
	
	2.72
	7.19
	5.00
	15.20
	46.10
	
	10.86
	21.03
	10.1
	24.28
	

	Staphylococcus
	
	
	
	1.14
	
	
	
	
	1.15
	2.30
	
	
	

	Clostridium_sensu_stricto_1
	
	
	
	1.12
	
	
	
	
	
	
	
	
	

	Hafnia
	
	
	
	
	21.00
	2.50
	
	
	
	
	
	
	

	Morganella
	
	
	
	
	20.10
	7.30
	
	
	
	
	
	12.19
	

	Streptococcus
	
	
	
	
	5.80
	
	
	
	
	
	
	
	

	Orbus
	
	
	
	
	1.00
	
	
	
	
	
	
	
	

	Salmonella
	
	
	
	
	
	12.70
	
	
	
	
	
	
	

	Clostridium XI
	
	
	
	
	
	4.20
	
	
	
	
	
	
	

	Enterobacter
	
	
	
	
	
	1.80
	
	
	
	
	
	
	

	Proteus
	
	
	
	
	
	1.50
	
	
	
	
	
	
	

	Ureaplasma
	
	
	
	
	
	1.20
	
	
	
	
	
	
	

	Corynebacterium
	
	
	
	
	
	1.10
	
	
	
	
	
	
	

	Bacillus
	
	
	
	
	
	
	7.40
	3.90
	
	
	
	
	

	Sphingomonas
	
	
	
	
	
	
	2.40
	10.50
	
	
	
	
	

	Mycobacterium
	
	
	
	
	
	
	
	7.30
	
	
	
	
	

	Pseudomonas
	
	
	
	
	
	
	
	4.10
	
	
	
	
	

	Rhodococcus
	
	
	
	
	
	
	
	3.30
	
	
	
	
	

	Escherichia/Shigella
	
	
	
	
	
	
	
	2.00
	1.25
	
	
	
	4.10

	Alistipes
	
	
	
	
	
	
	
	1.70
	
	
	
	
	

	Bacteroides
	
	
	
	
	
	
	
	1.00
	
	
	
	
	

	Raoultella
	
	
	
	
	
	
	
	
	2.64
	1.12
	1.14
	1.33
	

	Acinetobacter
	
	
	
	
	
	
	
	
	2.41
	1.00
	1.52
	1.18
	

	Vespertiliibacter
	
	
	
	
	
	
	
	
	2.38
	
	
	
	

	Abiotrophia
	
	
	
	
	
	
	
	
	
	2.77
	
	
	

	Ambiguous_taxa
	
	
	
	
	
	
	
	
	
	2.32
	
	
	

	Candidatus_Arthromitus
	
	
	
	
	
	
	
	
	
	1.24
	
	
	

	Vagococcus
	
	
	
	
	
	
	
	
	
	1.20
	
	
	

	Mycoplasma
	
	
	
	
	
	
	
	
	
	
	20.52
	4.74
	

	Clostridium 
	
	
	
	
	
	
	
	
	
	
	
	
	65.70

	Campylobacter
	
	
	
	
	
	
	
	
	
	
	
	
	24.20

	Sarcina
	
	
	
	
	
	
	
	
	
	
	
	
	3.20


S, Stomach; I, Intestine; R, Rectum. Bolded data in the table represent the dominant genera per column.
� The stomach contents of R. luctus 


� The intestinal contents of R. luctus


� The stomach contents of M. leucogaster


� The intestinal contents of M. leucogaster







