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Table S1. Primers used in this study. The underlined nucleotides indicate the

restriction sites as marked in parentheses at the end. The boxed nucleotides represent

site mutations.

Name Sequence

rbc-Nde-for  5’-AAGGTCTCATATGGTTCAGACCAA ATCTGCTGGG-3” (Ndel)

rbc-Xho-rev  5’-GTGGTGCCTCGAGACCAACAAAACCTTAGTAAC-3’(Xhol)

2ndT7-for 5’-TAAGCTCCTGATCCCGCGAAATTAATACGACTCA-3’

2ndT7-rev 5>-TTTAAACTCCATCTGTATATCTCCTTCTTAAAGTT-3’

3rdT7-for 5’-ATAAACTTTGATCCCGCGAAATTAATACGACTCA-3’

3rdT7-rev 5-TAAAGTTTTCATCTGTATATCTCCTTCTTAAAGTT-3

trc-for 5’-CTAGATGTTGACAATTAATCATCCGGCTCGTATAATGTGTGGA
ATTGTGAGCGGATAACAATTT-3’ (Xbal)

trc-rev 5’-CTAGAAATTGTTATCCGCTCACAATTCCACACATTATACGAGC
CGGATGATTAATTGTCAACAT-3’ (Xbal)

prk-for 5’-ATAACTAAGCCATGCCGGCTATGAGCAAGCCAGATCGTGTTG-
37 (Bgll)

prk-rev 5’-AATATTTGACTATCGTCACCAGGCTTGAGTATAGCCTGGCTAG
ACGCTAGCGGCGACGGG-3’ (PshAlI)

trpR-for 5’-CTGAGACTTGCGCATGAAATTACGGGTATTTGTAGGAC-3’
(Fspl)

trpR-rev 5’-AAATTTCACGTTCGGCTTATGACGCTTACTACCGCTATT-3’

Ptrp-for 5’-AGTAAGCGTCATAAGCCGAACGTGAAATTTCCTCTCTTG-3’

Ptrp-rev 5’-CGAAGATTGCCGGCATGGCCATTGTCGATACCCTTTTTACGTG-

3’ (Bgll)




rbcL197-for

rbcL197-rev

rbcL341-for
rbcL341-rev

prk2021-for

prk2021-rev
EP-rbcL-for
EP-rbcL-rev
EP-rbcS-for
EP-rbcS-rev
T7-rbcX-for
T7-rbcX-rev
rbcL-his-rev

rbcL-his-for

5-TCTTGACTTCACCATGGATGACGAAAACATCAACTCTCAGC-3
5-ATGTTTTCGTCATCICATGGTGAAGTCAAGACCACCACGGAGA
CATT-3’
5’-CCGCCACCCTCGGTATCGTAGACCTGATGCGTGAAGACT-3’
5’-CATCAGGTCTACGATACCGAGGGTGGCGGCGCGATCGCCTTC
G-3’
5’-CCGGTTGCGGCATGGICAACCTTCCTAAATCGCCTTGCCGACT
TG-3’
5’-CGATTTAGGAAGGTTGCCATGCCGCAACCGGAGTCACC-3
5’-AAGGAGATATACATATGGTTCAGACCAAAT-3" (Ndel)
5°-ATCAGGAGCTTAGAGAGTGTCAA-3’
5-TCCGATAAAGAGGACATAAATCAATGA-3’
5-GGTGGTGGTGCTCGAGACCAACAAAACCTTA-3’ (Xhol)
5-TTGACACTCTCT AAGCTCCTGAT-3
5’-GATTTATGTCCTCTTTATCGGA-3’
5’-ATCTTTACCTAGGAGCTTAGTGGTGGTGGTGGTGGTGACCAG
AAGAGAGAGTGTCAACGGTATCGAA-3’
5’-CTTCTGGTCACCACCACCACCACCACTAAGCTCCTAGGCCCG
CGAAATTAA-3’




