Supplementary Figure 1
(A) Microscopy images of EGFP-YTHDF2aa 230-383 droplets (23 μM YTHDF2, 10% PEG8000) subjected to a NaCl gradient, showing NaCl concentration affects the formation of protein droplets. Scale bar, 10 μm.
(B) The fusion of YTHDF2aa 230-383 droplets (23 μM YTHDF2, 37 mM NaCl, 10% PEG8000) were imaged by microscopy over 120 seconds. Scale bar, 10 μm.
(C) Predictions of Intrinsic disorder tendency of YTHDF1 and YTHDF3 by IUPred2A(https://iupred2a.elte.hu/). Scores above 0.5 indicate disorder.
(D) Liquid phase separation of YTHDF1aa 284-362 (Glutamine rich domain) and YTHDF3aa 288-388 (Glutamine rich domain). Scale bar, 10 μm.
(E) Sequence alignment of the wildtype and Q-to-A mutant of the Glutamine (Q) rich domain in YTHDF2aa 230-383. 
(F) Q-to-A mutation compromised liquid phase separation of YTHDF2aa 230-383 (11 μM YTHDF2, 37 mM NaCl, 10% PEG8000). Scale bar, 10 μm.
(G) Droplet numbers of wildtype and Q-to-A mutated YTHDF2aa 230-383 proteins. Data are represented as mean from three replicates. Error bars represent SEM of the number of droplets from three replicates. **P < 0.01, t test.
(H) Cy5-m6A, but not FAM-A RNA oligos induced YTHDF2aa 230-579 liquid like droplet formation (13 μM YTHDF2, 37 mM NaCl, 0.74μM RNA, 10% PEG8000).
(I) Droplet numbers of Cy5-m6A and FAM-A RNA oligos induced YTHDF2aa 230-579 proteins. Data are represented as mean from three replicates. Error bars represent SEM of the number of droplets from three replicates. **P < 0.01, t test.
(J) Western blot showing Mettl3 protein levels in WT, Mettl3 KO and Mettl14 protein levels in WT, Mettl14 KO cell lines.
