CDK1 as potential oncogene in laryngeal squamous cell carcinoma
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Tab S2. PCR primers sequences and amplification conditions for RT-QPCR. Letter “i” after the amplicon length indicates that the exon/exon boundary was inside the amplified sequence.
	Gene name
NCBI Reference Sequence
	Primers sequences
	Amplicon length (bp)
	Annealing Tm (°C)
	PCR Efficiency

	CDK1 NM_001170406
		F: 5’ CAGACTAGAAAGTGAAGAGGAAGG 3’

	R: 5’ ACTGACCAGGAGGGATAGAATC 3’



	191-i
	55
	100%

	UBC
 NM_021009
		F: 5’ TCGCAGTTCTTGTTTGTG 3’

	R: 5’ GATGCCTTCCTTATCTTGG 3’



	150-i
	55
	100%

	ARNT 
NM_001668
		F: 5’ TTGGCAGCACACTCTATG 3’

	R: 5’ C--CTCATTCGGCAAATAAACG 3’



	191-i
	55
	100%

	GAPDH NM_002046
		F: 5’ CGGAGTCAACGGATTTGGTCGTAT 3’

	R: 5’ AGCCTTCTCCATGGTGGTGAAGAC 3’



	307-i
	55
	99%




