SUUPLEMENTARY MATERIAL

Figure S1. No significant difference was found in gut flora between two groups (V2A and
V2B respectively represent the subjects randomized to placebo and acarbose group) at the
baseline of stage 1. The genera profiles were normalized, and PCA was conducted to
compare the microbiota in these samples.




Figure S2. The correlations between acarbose-mediated changes in gut microbiota (OUT)
and physiological indices based on the Spearman method.
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Figure S3. The correlations between acarbose-mediated changes in gut microbiota (genera)
and physiological indices based on the Spearman method.
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Figure S4. Acarbose alters the composition of intestinal microbiota in both healthy
individuals and T2D patients. The normalized OTU abundance was used to compare the
difference of each row. The red, green, blue and cyan dots represent subjects of after and
before fed with acarbose, healthy and diabetes.




Table S1. corelationship between clades and physiological indices
calculated based on spearman method
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5.52E-05

9.46E-06

6.47E-04

0.00E+00

0.00E+00

0.00E+00

0.00E+00

0.00E+00

0.00E+00

0.00E+00

0.00E+00

0.00E+00

0.00E+00

0.00E+00

0.00E+00

0.00E+00

0.00E+00
0.00E+00



Desulfovibrio
Peptococcus
Paraeggerthella
Plesiomonas
Petrimonas
Enterococcus
Oscillibacter
Asaccharobacter
Eubacterium
Anaerofilum
Parabacteroides
Klebsiella
Mitsuokella
Peptoniphilus
Pyramidobacter
Parvimonas
Finegoldia
Sporobacter
Paraprevotella

Acetivibrio

147

0.708718
147
0.716927
346
0.716927
346
0.716927
346
0.716927
346
0.729406
116
0.745929
973
0.767647
778
0.778511
246
0.840204
967
0.849569
689
0.856865
546
0.873544
406
0.889780
514
0.906643
23
0.929660
492
0.944792
111
0.947302
569
0.975623
106
0.988348
446

0.04

0.04

0.04

0.04

0.24

0.96

0.6

0.56

0.08

0.96

0.56

0.04

0.12

0.08

0.08

0.08

0.52

0.32

0.28

0.04

0.28

0.92

0.56

0.56

0.12

0.48

0.08

0.12

0.04

0.12

0.04

0.52

0.36

0.32

0.0227

0.0227

0.0227

0.0227

0.0227

0.3182

0.9091

0.4773

0.6136

0.1364

0.9773

0.4773

0.0455

0.0682

0.0455

0.0682

0.0682

0.4773

0.3182

0.2727

0.3077

0.9231

0.6154

0.8462

0.1538

0.8462

0.4615

0.0769

0.0769

0.0769

0.0769

0.0769

0.4615

0.3846

0.3077

6.83E-06

0.00E+00

7.39E-06

3.58E-06

5.70E-06

1.06E-04

1.45E-02

7.86E-04

4.39E-03

1.06E-05

1.15E-02

1.36E-03

4.68E-04

1.26E-05

8.29E-06

1.16E-05

1.25E-05

3.92E-04

2.80E-03

1.23E-03

0.00E+00

3.95E-06

0.00E+00

0.00E+00

0.00E+00

5.27E-04

1.05E-02

2.38E-04

4.26E-03

1.35E-05

1.26E-02

1.97E-03

6.15E-03

1.44E-05

6.35E-06

1.27E-05

7.88E-06

3.64E-04

3.14E-03

1.17E-03

3.69E-06

3.06E-06

1.74E-05

5.99E-06

5.01E-06

9.91E-04

1.04E-02

7.62E-04

4.35E-03

5.30E-05

1.61E-02

5.49E-03

1.64E-05

1.26E-05

8.76E-06

1.26E-05

9.57E-06

2.66E-04

3.15E-03

9.03E-04

0.00E+00

0.00E+00

0.00E+00

0.00E+00

0.00E+00

6.86E-04

1.17E-02

3.15E-03

1.30E-03

5.05E-05

1.10E-02

9.56E-04

1.77E-02

2.57E-05

3.86E-05

3.21E-05

2.57E-05

3.84E-04

4.46E-03

1.17E-04



