Development of DArT-based PCR markers for selecting drought tolerant spring barley 
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Table S2. Primers of 31 SSRs identified in distance of ± 5cM to DArT markers located in 9 regions affecting drought tolerance of barley and annealing temperatures (Ta) used in PCR reaction.
	Marker
	Ta (°C)
	Primer sequence (5’-3’)
	References

	Bmac047
	55
	AACACACGTACACAAATACACA
	ACGTCCATCACTTTGACC
	Ramsay et al. (2000)

	Bmac144
	58
	ACTTATTCTGCATCCTGGGT
	TACGTGTACATACTCTACGATTTG
	Ramsay et al. (2000)

	Bmac209
	55
	ATGCCTGTGTGTGGACCAT
	CTAGCAACTTCCCAACCGAC
	Ramsay et al. (2000) 

	Bmag003
	52
	GATCAAAGAGAACATGCGAT
	GTAGTTCAGCATAGACCTACAGG
	Ramsay et al. (2000)

	Bmag006
	58
	TGCAGTTACTATCGCTGATTTAGC
	TTAAACCCCCCCCCTCTAG
	Ramsay et al. (2000) 

	Bmag007
	55
	TCCCCTATTATAGTGACGGTGTG
	TGAAGGAAGAATAAACAACCAACA
	Ramsay et al. (2000) 

	Bmag131
	50
	CCTCCACACAAAAAATCC
	TTTCAGAAACGGAGTTTTG
	Ramsay et al. (2000) 

	Bmag136
	52
	GTACGCTTTCAAACCTGG
	GTAGGAGGAAGAATAAGGAGG
	Ramsay et al. (2000) 

	Bmag206
	55
	TAGAACTGGGTATTTCCTTGA
	TTTTCCCCTATTATAGTGACG
	Ramsay et al. (2000) 

	Bmag210
	52
	ACCTACAGTTCAATAGCTAGTACC
	GCACAAAACGATTACATCATA
	Varshney et al. (2007)

	Bmag211
	52
	ACATCATGTCGATCAAAGC
	ATTCATCGATCTTGTATTAGTCC
	Sato et al. (2009) 

	Bmag378
	55
	ATCCAACTATAGTAGCAAAGCC
	CTTTTGTTTCCGTAGCATCTA
	Ramsay et al. (2000)

	Bmag500
	55
	AATGTAAGGGAGTGTCCATAG
	GGGAACTTGCTAATGAAGAG
	Ramsay et al. (2000) 

	Bmag603
	52
	ATACCATGATACATCACATCG
	GGGGGTATGTACGACTAACTA
	Ramsay et al. (2000) 

	Bmag613
	55
	AAGAACACCATATGATCCAAC
	CTCCATGACTATGAGGAGAAG
	Ramsay et al. (2000)

	Bmag692
	52
	GCAAGGTATCTCTTGTATTTTG
	TGGCATCTACAATCTAAAACA
	Ramsay et al. (2000) 

	Bmag0867
	55
	CCCCACACTGACCTACAG
	TTACATCTGCTAGATCGAAGC
	Hayden et al. (2008)

	Bmag872
	52
	ATGTACCATTACGCATCCA
	GAAATGTAGAGATGGCACTTG
	Ramsay et al. (2000) 

	Bmag876
	55
	AATTAAAAGCTGAAGGTCTACA
	CTGCTCCTTCAACGACTAC
	Hayden et al. (2008)

	EBmac405
	55
	ATGTAGCTCGGAATGTGTAGT
	CATGTTGGATAAGAGTAGAGGA
	Varshney et al. (2007)

	EBmac602
	55
	CCGTCTAGGGAGAGGTTCTC
	GATTGGAGCTTCGGATCAC
	Varshney et al. (2007)

	EBmac713
	52
	GGTAAAACATTTCCCTCGT
	TAGAGATCACTCTCTTCTGTGC
	Ramsay et al. (2000) 

	EBmag794
	55
	CAGTCATAACCTGATGAACAA
	TCACACTTATCTTGCTGCTAA
	Ramsay et al. (2000) 

	GBM1208
	58
	CTACCGAGCTCCTCCTCCTC
	GGCCTCCTTCTTGTCGTAGA
	Varshney et al. (2007)

	GBM1400
	55
	AGCGCTCTCTCACACACAGA
	ATTCCTGCCTGTTTTTCGTG
	Varshney et al. (2007)

	GBMS180
	58
	GGAACTAATGCTTCGGTCCA
	TGGTGCAAGTGAGCACCTAC
	Li et al. (2003)

	HvLOX
	52
	CACCCTTATTTATTGCCTTAA
	CAGCATATCCATCTGATCTG
	Varshney et al. (2007)

	HVM04
	58
	AGAGCAACTACCAGTCCAATGGCA
	GTCGAAGGAGAAGCGGCCCTGGTA
	Saghai Maroof et al. (1994)

	HVM44
	58
	AAATCTCAGGTTCGTGGGCA
	CCACGGAGACCACCTCACTT
	Liou et al. (1996) 

	scssr02093
	55
	CGTCACGCACACATCGAC
	GATCTCTCCTCGGGCATC
	Varshney et al. (2007)

	scssr02503
	55
	AACAACTTTTGATGGACAAACC
	TGTCTTTTCTTTTTGCTCTGC
	Szűcs et al. (2009)
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