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Supplementary Figure 1. The genetic overview of the studied group. A – The representation of the variant classification; B – The representation of variant types; C – The distribution of the amino acids changes.
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Supplementary Figure 2. The characteristic of genetic discrepancies between short and long responders. Distribution of missense and nonsense mutations or indels in short responders (A) and long responders (B). Distribution of SNPs and indels in short responders (C) and long responders (D). Distribution of amino acid changes in short responders (E) and long responders (F).

Short and long responders comparison


Supplementary  Figure 3. CD4+/GATA3+ cells percentage in long and short responders (p=0,0003).



Supplementary Figure 4. CD4+/CTLA-4+/FoxP3+ cells percentage in long and short responders (p=0,0417).





Genetic groups comparison

KDR



Supplementary Figure 5. CD4+/CXCR3+ cells (%) (p=0,0279).



Supplementary Figure 6. CXCR3 expression on CD4+ cells (p=0,0186).



Supplementary Figure 7. IFN expression on CD4+ cells (p=0,0218).



Supplementary Figure 8. CD62L expression on CD8+ cells (p=0,0339).




Supplementary Figure 9. PD-1 expression on CD8+ cells (p=0,0339).


NOTCH4 



Supplementary Figure 10. EOMES expression on CD4+/CD44+ cells (p= 0,0185)




Supplementary Figure 11. CD4+/CTLA-4+/FoxP3+ cells percentage (p= 0,0186).





Supplementary Figure 12. CD4+/EOMES+ cells percentage (p= 0,0279).

RAS 



Supplementary Figure 13. CD4+/CTLA-4+ cells percentage (p= 0,0494).



KRAS/STK11 



Supplementary Figure 14. CD8+/62L+ cells percentage (p= 0,0111).




Supplementary Figure 15. CD4+/PD-1+ cells percentage (p= 0,0111).




Supplementary Figure 16. NK cells percentage (p= 0,0162).




Supplementary Figure 17. CD8+/CD62L+/TIM-3+ cells percentage (p= 0,0199).



Supplementary Figure 18. CD8+/TIM-3+ cells percentage (p=0,0343).




Supplementary Figure 19. CD4+ cells percentage (p=0,0443).


TP53 



Supplementary Figure 20. CD8+/LAG-3+ cells percentage (p= 0,0063).

PMS2


 
Supplementary Figure 21. CD4+/CD25-/CTLA-4+ cells percentage (p= 0,0145).




Supplementary Figure 22. CD4+/CTLA-4+ cells percentage (p=0,0207).

Receptor genes 



Supplementary Figure 23. CD4+/CXCR3+ cells percentage (p= 0,0324).


Transcription factor genes 



Supplementary Figure 24. CD4+/CXCR3+ cells percentage (p= 0,0216).



Supplementary Figure 25. CD19+ cells percentage (p= 0,0441).


Genes related to DNA repair





















Supplementary Figure 26. EOMES expression on CD4+/CD44+ cells (p= 0,0277).




Supplementary Figure 27. CD4+/CD25-/CTLA-4+ cells percentage (p= 0,0288).


Genes related to cell cycle



Supplementary Figure 28. CD8+/LAG-3+ cells percentage (p= 0,006).



Supplementary Figure 29. CD8+/CD62L+/LAG-3+ cells percentage (p= 0,0201).


Epigenetic factor genes



Supplementary Figure 30. EOMES expression on CD4+ cells (p= 0,0305).
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