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Enabled: 56 Peptides, 92.1% Coverage, 3.67 Redundancy
Total: 56 Peptides, 92.1% Coverage, 3.67 Redundancy
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Enabled: 35 Peptides, 80.6% Coverage, 2.49 Redundancy
Total: 35 Peptides, 80.6% Coverage, 2.49 Redundancy
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Enabled: 43 Peptides, 86.4% Coverage, 2.86 Redundancy
Total: 43 Peptides, 86.4% Coverage, 2.86 Redundancy

Supplementary Figure 2. rhGH peptide maps generated by MSE (a) HDMS*® (b) and UDMSF (©)
modes of acquisition.





