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Figure S1. Collision induced dissociation of allophycocyanin hexamer at collision energies 5, 10, 20, 30 and 35 V. In all cases, only the monomer corresponding to the alpha subunit of allophycocyanin was detected. 
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Figure S2. Sequence alignment of the alpha and beta subunits of B-phycoerythrin. The positive and negative charged residues are highlighted in red and blue, respectively.
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Figure S3. Native mass spectrum of B-phycoerythrin in 100 mM ammonium acetate pH ~7. The mass spectrum shows phycoerythrin in equilibrium between its larger assembly (α6β6γ) and its hexameric state (α3β3). It is important to note that with the instrument parameters used, the relative abundances of the species in the spectrum likely does not reflect their abundances in solution. Nevertheless, it is clear that both the hexameric and larger assembly are present in solution.  
image1.tiff
Relative Intensity % Relative Intensity % Relative Intensity % Relative Intensity %

Relative Intensity %

100+
80+
60+
40
Monomer

o+ B+ 4,
0 ekttt

20

Hexamer
20+

Pentamer
24+ 21+ 15+
— A

5V

1000 2000 3000

100+
80
60
404
o+

20 7+
10+ o

0 L i L

4000 5000 6000 7000

23+

24+

16+ 5% 144

™ bbb i i

8000

10V

.

1000 2000 3000
1001 ar
80-
604 9+ 7+
10+
6+

40|

204

4000 5000 6000 7000

22+

8000

2V

3000

7+
10+ 9+
B+
" l

1000
100+

804
601 1

40

204

4000 5000 6000 7000

15+
5+ 16+ 14+
22+
l 24+ 21+ 1i+ .

e biia b

8000

30V

L

1000 2000 3000

1007 11+

809 o
60

1
8+ 7+

i

204

o+
9+
"

04

4000 5000 6000 7000

5+
224 16+ 15 44
Il IRV W WY

8000

35V

1000 2000 3000

4000 5000 6000 7000

m/z

8000




image2.png
alpha
beta
alpha
beta
alpha
beta
alpha

beta

51

51

101

101

144

151

MKSVITTVVSAADAAGRFPSNSDLESIQGNIQRSAARLEAAEKLAGNHFA
leeeesallowslloeezaall]s
MLDAFSRVVVNSDAKAAYVGGSDLQALKSFIADGNKRLDAVNS IVSNASC

VVKEAGDACFAKYAYLKNPGEAGENQEKINKCYRDVDHYMRLVNYDLVVG
R R R R L Rl D T P N

DASVLEDRCLNGLKETYIALGVPTNSS IRAVS IMKAQAVAFITNTATERK

MSAQAG——-——- VEFSAYLDYLINALS 164
R clezzlaleza sl
MSFAAGDCTSLASEVASYFDRVGAAIS 177

50

50

100

100

143

150




image3.tiff
By

GSBS
ap
. ..‘I.'.H.'I‘I IIIIII I.‘II‘. IIIII .
2500 5000 7500 10000




