[bookmark: _Hlk491013253]Table S2 Nucleotide substitution sites within the complete control region sequences for 18 Formosan sambar deer haplotypes
	
	Substitution sites1

	
	
	
	*
	*
	
	
	
	
	
	
	*
	*
	
	
	
	
	
	
	

	
	1
	1
	1
	1
	2
	3
	3
	3
	3
	3
	3
	3
	4
	5
	5
	6
	7
	7
	8

	
	4
	4
	5
	8
	1
	0
	2
	3
	3
	4
	5
	7
	3
	0
	1
	3
	4
	7
	6

	
	5
	6
	1
	0
	1
	9
	4
	5
	6
	3
	2
	1
	5
	6
	0
	5
	7
	3
	3

	Consensus
	T
	A
	C
	G
	T
	T
	G
	G
	C
	A
	A
	C
	C
	G
	A
	C
	C
	A
	G

	RUS01
	A
	–
	T
	A
	–
	–
	–
	–
	–
	–
	G
	T
	–
	–
	–
	–
	–
	G
	A

	RUS02
	A
	–
	T
	A
	–
	–
	–
	–
	–
	–
	G
	T
	–
	–
	–
	–
	–
	G
	–

	RUS03
	A
	–
	T
	A
	–
	–
	–
	–
	–
	–
	G
	T
	–
	–
	–
	–
	–
	–
	–

	RUS04
	–
	–
	T
	A
	–
	–
	–
	–
	–
	–
	G
	T
	–
	–
	–
	–
	–
	–
	–

	RUS05
	–
	–
	–
	–
	–
	–
	–
	A
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–

	RUS06
	–
	–
	–
	–
	–
	–
	–
	A
	–
	–
	–
	–
	–
	A
	–
	–
	–
	–
	–

	RUS07
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–

	RUS08
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	T
	–
	–
	–
	–

	RUS09
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	T
	–
	–
	–

	RUS10
	–
	–
	–
	–
	–
	C
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–

	RUS11
	–
	–
	–
	–
	–
	–
	A
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–

	RUS12
	–
	G
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–

	RUS13
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	T
	–
	–
	–
	–
	–
	–

	RUS14
	–
	–
	–
	–
	C
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–

	RUS15
	–
	–
	–
	–
	–
	–
	–
	–
	–
	G
	–
	–
	–
	–
	–
	–
	–
	–
	–

	RUS16
	–
	–
	–
	–
	–
	–
	–
	–
	T
	–
	–
	–
	–
	–
	–
	T
	–
	–
	–

	RUS17
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	T
	–
	–

	RUS18
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	–
	T
	–
	A


1The asterisks (*) indicate substitutions diagnostic for the TS clade. Numbers correspond to sites in the complete control region consensus sequence (889 bp). Dashes (–) indicate nucleotides identical to the consensus sequence.

