Supplementary table 3. Significantly downregulated genes in carcinomas in comparison to adenomas. P-values determined using Wilcoxon ranking test (significancy at p < 1E-5).
	Gene symbol
	Ref Seq ID
	Unigene ID
	P-value
	Difference in expression (Ca-Ad)
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-
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ITM2A

HSD11B2

HR

LOC152485

PEX11A

-
ZDHHC2

B3GNT6

-
-
MGLL

APOB48R
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7.90E-07
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7.83E-06
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