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[bookmark: OLE_LINK1]Supplementary Fig. S1. Validation of the TME classification system in a merged cohort comprising TCGA-SKCM, GSE65904, GSE19234, and GSE54467. (A) consensus score matrix of melanoma samples from the four cohorts across k clusters (k = 2-4); a higher consensus score between two samples indicates a greater probability of co-clustering across iterations. (B) Heatmap showing three TME subtypes in the merged cohort identified by unsupervised clustering of the 51 TME signatures. OS (C), DMFS (D), and DSS (E) of melanoma patients stratified by TME subtype. 
Abbreviations: TME, tumor microenvironment; OS, overall survival; DMFS, distant metastasis-free survival; DSS, disease-specific survival. 
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