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[bookmark: _Hlk176620207][bookmark: OLE_LINK33]Supplementary Fig. S3 Stepwise selection of TME subtype-related genes enriched in immune-associated pathways. (A-D) Weighted Gene Co-Expression Network Analysis (WGCNA) identifying the brown, green-yellow and magenta modules as the most TME-associated in melanoma, from which 564 genes were extracted. (E) KEGG enrichment analysis of melanoma TME-related genes. (F) Venn intersection of 564 melanoma TME-related genes (WGCNA-derived) and 1793 immune-related genes from the ImmPort database. 
Abbreviations: KEGG, Kyoto Encyclopedia of Genes and Genomes; WGCNA, Weighted Gene Co-Expression Network Analysis
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