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(a) Forest plots of Bacteroidetes(phylum) on psoriasis in MR analysis. 



 
(b) Forest plots of Eubacteriumfissicatenagroup (genus) on psoriasis in MR analysis. 



 
(c) Forest plots of Prevotella9 (genus) on psoriasis in MR analysis. 

 



 
(d) Forest plots of Bacteroidia (class) on arthropathic psoriasis in MR analysis. 

 



 
(e) Forest plots of Bacteroidales (order) on arthropathic psoriasis in MR analysis. 

 



 
(f) Forest plots of Pasteurellales (order) on arthropathic psoriasis in MR analysis. 



 
(g) Forest plots of Pasteurellaceae (family) on arthropathic psoriasis in MR analysis. 



 
(h) Forest plots of Eubacteriumfissicatenagroup (genus) on arthropathic psoriasis in MR analysis. 

 



 
(i) Forest plots of Blautia (genus) on arthropathic psoriasis in MR analysis. 

 



 
(j) Forest plots of Butyricicoccus (genus) on arthropathic psoriasis in MR analysis. 

 



 
(k) Forest plots of Methanobrevibacter (genus) on arthropathic psoriasis in MR analysis. 



 
(l) Forest plots of RuminococcaceaeUCG002 (genus) on arthropathic psoriasis in MR analysis. 

 

Figure S1 Forest plots of the identified bacterial taxa on psoriasis and arthropathic psoriasis in MR analysis.  



 
(a) Funnel plots of the Bacteroidetes(phylum) on psoriasis. 



 
(b) Funnel plots of the Eubacteriumfissicatenagroup (genus) on psoriasis. 

 



 
(c) Funnel plots of the Prevotella9 (genus) on psoriasis. 

 



 
(d) Funnel plots of the Bacteroidia (class) on arthropathic psoriasis. 



 
(e) Funnel plots of the Bacteroidales (order) on arthropathic psoriasis. 

 



 
(f) Funnel plots of the Pasteurellales (order) on arthropathic psoriasis. 



 
(g) Funnel plots of the Pasteurellaceae (family) on arthropathic psoriasis. 



 
(h) Funnel plots of the Eubacteriumfissicatenagroup (genus) on arthropathic psoriasis. 

 



 
(i) Funnel plots of the Blautia (genus) on arthropathic psoriasis. 

 



 
(j) Funnel plots of the Butyricicoccus (genus) on arthropathic psoriasis. 

 



 
(k) Funnel plots of the Methanobrevibacter (genus) on arthropathic psoriasis. 

 



 
(l) Funnel plots of the RuminococcaceaeUCG002 (genus) on arthropathic psoriasis. 

 

Figure S2 Funnel plots of the identified bacterial taxa on psoriasis and arthropathic psoriasis.  



 
(a) Forest plots of leave-one-out sensitivity analysis of Bacteroidetes(phylum) on psoriasis. 



 
(b) Forest plots of leave-one-out sensitivity analysis of Eubacteriumfissicatenagroup (genus) on psoriasis. 

 

 



 
(c) Forest plots of leave-one-out sensitivity analysis of Prevotella9 (genus) on psoriasis. 



 
(d) Forest plots of leave-one-out sensitivity analysis of Bacteroidia (class) on arthropathic psoriasis. 

 



 
(e) Forest plots of leave-one-out sensitivity analysis of Bacteroidales (order) on arthropathic psoriasis.  



 
(f) Forest plots of leave-one-out sensitivity analysis of Pasteurellales (order) on arthropathic psoriasis. 



 
(g) Forest plots of leave-one-out sensitivity analysis of Pasteurellaceae (family) on arthropathic psoriasis. 



 
(h) Forest plots of leave-one-out sensitivity analysis of Eubacteriumfissicatenagroup (genus) on arthropathic 

psoriasis. 

 

 



 
(i) Forest plots of leave-one-out sensitivity analysis of Blautia (genus) on arthropathic psoriasis. 

 



 
(j) Forest plots of leave-one-out sensitivity analysis of Butyricicoccus (genus) on arthropathic psoriasis. 

 



 
(k) Forest plots of leave-one-out sensitivity analysis of Methanobrevibacter (genus) on arthropathic psoriasis. 



 
(l) Forest plots of leave-one-out sensitivity analysis of RuminococcaceaeUCG002 (genus) on arthropathic 

psoriasis. 

 

Figure S3 Forest plots of leave-one-out sensitivity analysis of the identified bacterial taxa on psoriasis and 

arthropathic psoriasis. 



 
(a) Scatter plots for the causal effects of Bacteroidetes(phylum) on psoriasis. 



 
(b) Scatter plots for the causal effects of Eubacteriumfissicatenagroup (genus) on psoriasis. 

 



 
(c) Scatter plots for the causal effects of Prevotella9 (genus) on psoriasis. 

 



 
(d) Scatter plots for the causal effects of Bacteroidia (class) on arthropathic psoriasis. 

 

 



 
(e) Scatter plots for the causal effects of Bacteroidales (order) on arthropathic psoriasis. 

 

 



 
(f) Scatter plots for the causal effects of Pasteurellales (order) on arthropathic psoriasis. 

 



 
(g) Scatter plots for the causal effects of Pasteurellaceae (family) on arthropathic psoriasis. 

 

 



 
(h) Scatter plots for the causal effects of Eubacteriumfissicatenagroup (genus) on arthropathic psoriasis. 

 

 



 
(i) Scatter plots for the causal effects of Blautia (genus) on arthropathic psoriasis. 

 



 
(j) Scatter plots for the causal effects of Butyricicoccus (genus) on arthropathic psoriasis. 

 

 



 
(k) Scatter plots for the causal effects of Methanobrevibacter (genus) on arthropathic psoriasis. 

 



 
(l) Scatter plots for the causal effects of RuminococcaceaeUCG002 (genus) on arthropathic psoriasis. 

 

Figure S4 Scatter plots for the causal effects of the identified bacterial taxa on psoriasis and arthropathic 

psoriasis.  


