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(d) Forest plots of Bacteroidia (class) on arthropathic psoriasis in MR analysis.
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(f) Forest plots of Pasteurellales (order) on arthropathic psoriasis in MR analysis.
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(9) Forest plots of Pasteurellaceae (family) on arthropathic psoriasis in MR analysis.
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Figure S1 Forest plots of the identified bacterial taxa on psoriasis and arthropathic psoriasis in MR analysis.
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(a) Funnel plots of the Bacteroidetes(phylum) on psoriasis.
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(b) Funnel plots of the Eubacteriumfissicatenagroup (genus) on psoriasis.
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(c) Funnel plots of the Prevotella9 (genus) on psoriasis.
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(d) Funnel plots of the Bacteroidia (class) on arthropathic psoriasis.
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(e) Funnel plots of the Bacteroidales (order) on arthropathic psoriasis.
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() Funnel plots of the Pasteurellales (order) on arthropathic psoriasis.
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(9) Funnel plots of the Pasteurellaceae (family) on arthropathic psoriasis.
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(h) Funnel plots of the Eubacteriumfissicatenagroup (genus) on arthropathic psoriasis
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(i) Funnel plots of the Blautia (genus) on arthropathic psoriasis.
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(j) Funnel plots of the Butyricicoccus (genus) on arthropathic psoriasis.
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(k) Funnel plots of the Methanobrevibacter (genus) on arthropathic psoriasis.
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(1) Funnel plots of the RuminococcaceaeUCG002 (genus) on arthropathic psoriasis.

Figure S2 Funnel plots of the identified bacterial taxa on psoriasis and arthropathic psoriasis.
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(a) Forest plots of leave-one-out sensitivity analysis of Bacteroidetes(phylum) on psoriasis.
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(b) Forest plots of leave-one-out sensitivity analysis of Eubacteriumfissicatenagroup (genus) on psoriasis.
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(c) Forest plots of leave-one-out sensitivity analysis of Prevotella9 (genus) on psoriasis.
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(d) Forest plots of leave-one-out sensitivity analysis of Bacteroidia (class) on arthropathic psoriasis.



rs17343978

rs4916508

rs73975615

rs7631304 ®

rs929878 ®

rs55773148

rs79585701

rs62575403

rs11146701

rs62531359 L
rs2032750 *
rs72706335 A
All
-0.75 -0.50 -0.25 0.00

MR leave-one—out sensitivity analysis for
'order.Bacteroidales.id.913' on 'outcome’

(e) Forest plots of leave-one-out sensitivity analysis of Bacteroidales (order) on arthropathic psoriasis.
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(F) Forest plots of leave-one-out sensitivity analysis of Pasteurellales (order) on arthropathic psoriasis.
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(9) Forest plots of leave-one-out sensitivity analysis of Pasteurellaceae (family) on arthropathic psoriasis.
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(h) Forest plots of leave-one-out sensitivity analysis of Eubacteriumfissicatenagroup (genus) on arthropathic
psoriasis.
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(i) Forest plots of leave-one-out sensitivity analysis of Blautia (genus) on arthropathic psoriasis.
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(j) Forest plots of leave-one-out sensitivity analysis of Butyricicoccus (genus) on arthropathic psoriasis.
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(K) Forest plots of leave-one-out sensitivity analysis of Methanobrevibacter (genus) on arthropathic psoriasis.
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(I) Forest plots of leave-one-out sensitivity analysis of RuminococcaceaeUCGO002 (genus) on arthropathic
psoriasis.

Figure S3 Forest plots of leave-one-out sensitivity analysis of the identified bacterial taxa on psoriasis and
arthropathic psoriasis.
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(a) Scatter plots for the causal effects of Bacteroidetes(phylum) on psoriasis.
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(b) Scatter plots for the causal effects of Eubacteriumfissicatenagroup (genus) on psoriasis.
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(c) Scatter plots for the causal effects of Prevotella9 (genus) on psoriasis.
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(d) Scatter plots for the causal effects of Bacteroidia (class) on arthropathic psoriasis.
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(e) Scatter plots for the causal effects of Bacteroidales (order) on arthropathic psoriasis.
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(f) Scatter plots for the causal effects of Pasteurellales (order) on arthropathic psoriasis.
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(g) Scatter plots for the causal effects of Pasteurellaceae (family) on arthropathic psoriasis.
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(h) Scatter plots for the causal effects of Eubacteriumfissicatenagroup (genus) on arthropathic psoriasis.
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(i) Scatter plots for the causal effects of Blautia (genus) on arthropathic psoriasis.
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(j) Scatter plots for the causal effects of Butyricicoccus (genus) on arthropathic psoriasis.



MR Test
Inverse variance weighted / Weighted median

/ MR Egger Weighted mode
Simple mode
0.20-
0.15-
()
5
.10-
% 0.10 )\
o
c
o
-—
®
=
o
o
P
[92]

0.00-

0.08 0.12 0.16 0.20 0.24
SNP effect on genus.Methanobrevibacter.id.123

(k) Scatter plots for the causal effects of Methanobrevibacter (genus) on arthropathic psoriasis.
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(1) Scatter plots for the causal effects of RuminococcaceaeUCGO002 (genus) on arthropathic psoriasis.

Figure S4 Scatter plots for the causal effects of the identified bacterial taxa on psoriasis and arthropathic
psoriasis.



