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Supplementary materials 

Table S1. Demographic and clinical characteristics of participants in the metabolomic analysis.  

Parameters 

Test group 
 

N = 16 

Control group 
 

N = 16 

Whole group 
 

N = 32 

Age in years, mean ± SD 36.1 ± 12.3 35.8 ± 10.6 35.9 ± 11.2 

Sex, n (%)    

Female 12 (75.0) 13 (81.3) 25 (78.1) 

Male 4 (25.0) 3 (18.8) 7 (21.9) 

Dandruff severity score, mean ± SD 30.9 ± 10.7 29.9 ± 8.3 30.4±9.5 

Abbreviations: n, number of subjects; SD, standard deviation. 
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Fig. S1: Metabolites significantly modulated following the intensive phase (whole group) and the maintenance phase (control group) of the 

intervention, classed according to metabolite families and sub-families. 
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Fig. S2: Venn diagram of significantly modulated metabolites showing opposite changes between 

the intensive phase and the maintenance phase in the control group. (A) Of the 184 metabolites 

downregulated during the intensive phase, 171 were upregulated in the control group during the 

maintenance phase. (B) Of the 91 metabolites upregulated during the intensive phase, 61 were 

downregulated in the control group during the maintenance phase. 
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Fig. S3. Sunburst diagram of metabolites significantly modulated in the control group following 

the maintenance phase, classed according to main metabolite families. Metabolites identified as 

related to xenobiotic metabolism were excluded as their modulation was unlikely to result from the 

intervention. 
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Fig. S4. Differential heatmap of lipids involved in lipolysis by Malassezia fungi following the intensive phase (W2 vs. W0) and the maintenance 

phase (W10 vs. W2) of the intervention in the control and test groups. 

 


