
[bookmark: _Ref111716576]Table S1  Number of sets and SNPs included in each grouping method.

	
Chr
#
	
Individual-SNP
method
	
Gene-based
 method
	
Block-based method

	
	
	
	FGT
	Big-LD
	CIT
	SSLD

	
	
	SNPs
	Sets
	SNPs
	Sets
	SNPs
	Sets
	SNPs
	Sets
	SNPs
	Sets

	1
	40929
	21726 
	1909 
	35611 
	7659 
	35459 
	6161 
	33147 
	7345 
	38810 
	6638

	2

	44090
	21368 
	1346 
	 38080 
	8479 
	38797 
	6647 
	 35546 
	8206 
	41996 
	7138 

	3

	36690
	20090 
	1162 
	 31638 
	7032 
	 32016 
	5518 
	29692 
	6819 
	34912 
	5939 

	4

	32628
	14387 
	859 
	28739 
	6072 
	 28525 
	5054 
	27168 
	5920 
	30036 
	5277 

	5

	33612
	15921 

	988 

	 29334 

	6405 

	29258 

	4962 

	27682 

	6193 

	32096 

	5364 


	6

	35574
	17287 

	1124 

	 31314

	6472 

	 31483 

	5084 

	 29389

	6194 

	34067 

	5414 


	7

	29244
	16013 

	965 

	 25200 

	5624 

	 25538 

	4350 

	23591

	5395 

	27837

	4763 


	8

	30990
	1572 
	743 
	26895 
	5875 
	27423 
	4315 
	25184 
	5667 
	29576 
	4890 

	9

	26128
	12635 
	697
	22340 
	5116 
	23080 
	3720 
	20823 
	4935 
	24795 
	4367

	10

	28331
	15157 
	811 
	 24681 
	5365 
	 24909 
	4037 
	 22877 
	5137 
	 27062 
	4641 

	11

	26477
	14641 
	1160
	 22841 
	5052 
	23202 
	3898 
	 23202 
	3898 
	 25185 
	4261 

	12

	26365
	14307 
	1013 
	 23018 
	4909 
	 22981
	3922 
	 21562 
	4693 
	 25089 
	4226 

	13

	20242
	8528 
	476
	 17711 
	3831 
	17862 
	2898 
	 16579 
	3666 
	 19312 
	3216 

	14

	17951
	8324 
	643 
	 15554 
	3461 
	 15663 
	2699 
	 14489 
	3353 
	 17002 
	2926 

	15

	16166
	9396 
	661
	 13802 
	3187 
	 14092 
	2456 
	 12888 
	3167 
	 15274 
	2855 

	16
	16460
	8750 
	679 
	 13608 
	3401 
	 14162 
	2477 
	 12403 
	3272 
	 15374 
	3035 

	17

	14027
	8309 
	1009
	 11657 
	2819 
	 11848 
	2299 
	 10644 
	2718 
	 13062 
	2618

	18

	16450
	7758 
	331 
	 14053 
	3195 
	 14341 
	2461 
	 13076 
	3095 
	 15530 
	2798 

	19

	9236
	6122 
	1255
	7482 
	1994 
	 7575 
	1618 
	6623 
	1849 
	 8423 
	1896 

	20

	13843
	6928 
	565
	11808 
	2773 
	 12047 
	2088 
	 10909 
	2652 
	 13017 
	2344 

	21

	8051
	3951
	252 
	 6860 
	1589 
	 7014 
	1205 
	 6366
	1527 
	 7577 
	1399 

	22

	8205
	4925 
	438 
	6822 
	1605
	7035 
	1248 
	6305 
	1552 
	7611 
	1461 

	Total
	531689
	258095
	19086
	459048
	101915
	464310
	79117
	430145
	97253
	503643
	87466



Table S2 Significant SNPs with p-values lower than the genome wide significance threshold (α=5x10-8) discovered by the individual-SNP method excluding Chr 6.
	SNP ID
	Chr
	Position
(bp)
	MAF
	P-value
	Region
	Gene /near gene

	rs2493291

	1

	3352541
	0.08992

	2.4E-13

	intronic
	PRDM16

	rs2476601

	1

	114089610
	0.1138

	4.75E-12

	exonic
	PTPN22

	rs6427128

	1

	151840015
	0.1049

	1.23E-08

	exonic
	ADAM15

	rs2062629

	1

	60601240
	0.1148

	1.74E-08

	intergenic
	C1orf87, LINC01748

	rs16861613

	1

	18199224

	0.05659

	4.6E-08

	intronic
	IGSF21

	rs6598886

	1

	27533442
	0.03203

	4.77E-08

	intergenic
	WASF2, AHDC1

	rs11680864

	2

	127631349

	0.1052

	1.13E-09

	intergenic
	BIN1, CYP27C1

	rs11695782

	2

	100136716

	0.134

	1.6E-09

	intronic
	AFF3

	rs12467084

	2

	37860221
	0.02356

	4.22E-09

	intergenic
	CDC42EP3, LINC00211

	rs6752643

	2

	198949233
	0.03069

	6.85E-09

	intergenic	
	PLCL1, LINC01923

	rs17726121

	2

	172800256
	0.1247

	1.9E-08

	downstream
	DLX2-DT

	rs1052483

	2

	219759853
	0.05163

	2.44E-08

	UTR3
	NHEJ1

	rs1799852

	3

	134958420
	0.04151

	1.4E-12

	exonic
	TF

	rs11915402

	3

	58957115
	0.02801

	1.49E-12

	ncRNA_intronic
	CFAP20DC-AS1

	rs512244

	4

	12775151
	0.154

	1.14E-08

	intronic
	ZNF595

	rs6858879

	4

	74212912
	0.09515

	1.15E-08

	intergenic
	ADAMTS3, COX18

	rs2278600

	5

	71792426
	0.1095

	1.34E-09

	exonic
	ZNF366

	rs11743764

	5

	168125453
	0.02927

	2.91E-09

	intronic
	SLIT3

	rs6596147

	5

	133075674
	0.229

	3.75E-09

	intergenic
	FSTL4, WSPAR

	rs31820

	5

	11488743
	0.05281

	2.57E-08

	intronic
	CTNND2

	rs2306848

	7

	129556365
	0.03514

	3.4E-11

	exonic
	CPA4

	rs1830035

	7

	63170795
	0.02303

	1.13E-10

	exonic
	ZNF679

	rs7796259

	7

	100698452
	0.04935

	8.75E-09

	intronic
	COL26A1

	rs10275421

	7

	100536496
	0.02739

	1.17E-08

	ncRNA_exonic
	LNCPRESS1

	rs13258360

	8

	98027008
	0.02246

	4.14E-10

	intronic
	CPQ

	rs11785995

	8

	131021293
	0.04493

	5.27E-10

	intronic
	CYRIB

	rs872863

	9

	123233908
	0.03861

	2.73E-15

	intronic
	DENND1A


Table S2 (continued)
	SNP ID
	Chr
	Position
	MAF
	P-value
	Region
	Gene /near gene

	rs7854383

	9

	81666969
	0.07246

	5.37E-09

	intergenic
	LOC101927502, SPATA31D5P

	rs2900180

	9

	120785936
	0.3397

	6.48E-09

	ncRNA_intronic
	C5-OT1

	rs3761847

	9

	120769793
	0.4169

	1.8E-08

	intronic
	TRAF1

	rs881375

	9

	120732452
	0.3394

	2.36E-08

	intronic
	PHF19

	rs1953126

	9

	120720054
	0.3385

	2.93E-08

	intronic
	PHF19

	rs4918037

	10

	105403030
	0.07948

	2.6E-10

	intronic
	SH3PXD2A

	rs1467702

	10

	129851891
	0.03981

	9.55E-09

	intergenic
	MKI67, LINC01163

	rs2671692

	10

	49767825
	0.3723

	3.94E-08

	intronic
	WDFY4

	rs1000664

	11

	45242379
	0.08469

	4.38E-11

	intronic
	SYT13

	rs12808620

	11

	2564426
	0.06901

	2.13E-10

	intronic
	KCNQ1

	rs10892148

	11

	117024357
	0.1038

	1.45E-09

	intronic
	DSCAML1

	rs12433933

	14

	20198176
	0.07127

	8.64E-10

	intergenic
	OR6S1, ANG

	rs4264325

	14

	104050531
	0.01756

	2.83E-08

	intergenic
	LINC02691, C14orf180

	rs11072574

	15

	31720114
	0.04051

	8.21E-09

	intronic
	RYR3

	rs252283

	16

	29071527
	0.1131

	5.49E-10

	intergenic
	RRN3P2, SNX29P2

	rs17824822

	17

	66695549
	0.05688

	2.02E-13

	ncRNA_intronic
	CASC17

	rs749906

	17

	35888455
	0.1374

	1.93E-10

	intronic
	TNS4

	rs3923018

	17

	86350
	0.1625

	5.39E-09

	intronic
	RPH3AL

	rs8087252

	18

	44295753
	0.1113

	1.17E-08

	intergenic
	ZBTB7C, CTIF

	rs6507573

	18

	19110716
	0.06077

	4.25E-08

	intergenic
	CABLES1, TMEM241

	rs3810256

	19

	14120846
	0.06336

	2.26E-11

	ncRNA_intronic
	LOC100507373

	rs3810374

	19

	3859039
	0.02911

	2.45E-10

	intronic
	ATCAY

	rs6018432

	20

	35485260
	0.08546

	3.38E-12

	intergenic
	SRC, BLCAP

	rs1182531

	20

	57826397
	0.1905

	4.76E-09

	intronic
	PHACTR3

	rs11558767

	21

	39700052
	0.06842

	1.99E-10

	exonic
	LCA5L

	rs1542876

	21

	22749282
	0.393

	7.35E-09

	intergenic
	LINC00308, MIR6130

	rs13054355

	22

	20321624
	0.1167

	3.74E-11

	intronic
	SDF2L1

	rs11704238

	22

	48620780
	0.06348

	2.25E-10

	intronic
	ALG12

	rs134774
	22
	49370904
	0.03988
	1.69E-08
	intergenic
	ARSA, SHANK3




Table S3 Significant genes with p-values lower than the significance threshold (α=2.5x10-6) obtained with the gene-based method.

	Gene
	Chr #
	Number of SNPs
	P-value

	PTPN22
	1
	1
	4.75E-12

	TF
	3
	32
	2E-07

	CFAP20DC-AS1
	3
	16
	2.01E-07

	TIFA
	4
	2
	1.81E-06

	TSBP1-AS1
	6
	52
	1.42E-75

	HLA-DRA
	6
	4
	4.31E-60

	HCG23
	6
	2
	2.92E-58

	BTNL2
	6
	1
	1.45E-57

	TSBP1
	6
	8
	5.55E-48

	CFB
	6
	5
	3.96E-27

	RNF5
	6
	2
	3.07E-22

	STK19
	6
	4
	5.03E-22

	HLA-DQA2
	6
	4
	1.33E-21

	ATF6B
	6
	2
	2.5E-21

	C2
	6
	4
	3.99E-20

	TNXB
	6
	16
	6.63E-20

	PPT2-EGFL8
	6
	2
	1.73E-19

	AGER
	6
	3
	4.21E-19

	MSH5-SAPCD1
	6
	4
	7.72E-19

	SKIV2L
	6
	7
	8.87E-19

	HSPA1L
	6
	2
	1.61E-18

	EGFL8
	6
	1
	2.17E-18

	TAP2
	6
	20
	2.65E-18

	FKBPL
	6
	1
	1.13E-16

	LY6G5C
	6
	1
	1.84E-16

	TRIM26
	6
	3
	2.21E-16

	AIF1
	6
	1
	2.38E-16

	GPSM3
	6
	3
	6.96E-16

	TRIM31-AS1
	6
	8
	8.79E-16

	LY6G6F
	6
	1
	1.18E-14

	MDC1
	6
	2
	1.29E-14

	PRRC2A
	6
	7
	1.84E-14

	HLA-DQB1-AS1
	6
	1
	5.16E-14

	ATAT1
	6
	4
	5.16E-14

	ATP6V1G2-DDX39B
	6
	7
	5.69E-14

	NOTCH4
	6
	24
	9.77E-14

	TRIM10
	6
	7
	2.24E-13

	PSORS1C1
	6
	21
	2.54E-13

	MICA-AS1
	6
	5
	9.87E-13

	NELFE
	6
	2
	1.08E-12

	TRIM40
	6
	8
	3.18E-12

	HCG9
	6
	12
	5.01E-12

	HLA-DPA1
	6
	9
	1.25E-11

	EHMT2
	6
	4
	2.14E-11

	HCG20
	6
	7
	2.34E-11



Table S3 (continued)

	Gene
	Chr #
	Number of SNPs
	P-value

	HLA-C
	6
	5
	2.57E-11

	HLA-DQA1
	6
	1
	9.61E-11

	AGPAT1
	6
	3
	1.39E-10

	LY6G6F-LY6G6D
	6
	2
	2.07E-10

	HLA-G
	6
	1
	2.45E-10

	HLA-DOA
	6
	14
	2.96E-10

	MICA
	6
	8
	3.04E-10

	POLR1H
	6
	3
	1.07E-09

	SLC44A4
	6
	6
	1.12E-09

	VARS2
	6
	6
	1.91E-09

	HCG18
	6
	13
	1.99E-09

	MUCL3
	6
	3
	2.61E-09

	TNF
	6
	1
	6.98E-09

	LINC00243
	6
	12
	2.3E-08

	HCG17
	6
	17
	2.4E-08

	HCG26
	6
	7
	2.89E-08

	MIR3135B
	6
	1
	3.91E-08

	HLA-DOB
	6
	12
	4.1E-08

	PSORS1C2
	6
	5
	4.9E-08

	LY6G5B
	6
	2
	5.85E-08

	TRIM15
	6
	5
	6.3E-08

	HCG27
	6
	6
	8.35E-08

	NEU1
	6
	1
	9.23E-08

	MIR219A1
	6
	1
	9.59E-08

	ITPR3
	6
	28
	1.17E-07

	PBX2
	6
	2
	1.51E-07

	LST1
	6
	1
	2.21E-07

	C2-AS1
	6
	1
	3.12E-07

	SFTA2
	6
	1
	4.42E-07

	IP6K3
	6
	7
	6.32E-07

	BAG6
	6
	8
	6.73E-07

	UQCC2
	6
	7
	7.97E-07

	ABHD16A
	6
	2
	1.1E-06

	MUC22
	6
	22
	1.16E-06

	HSD17B8
	6
	2
	1.25E-06

	C6orf47
	6
	2
	1.27E-06

	GPANK1
	6
	2
	1.29E-06

	PSMB8
	6
	4
	1.47E-06

	GNL1
	6
	2
	1.71E-06

	LY6G6D
	6
	1
	1.75E-06

	ZNRD1ASP
	6
	20
	1.85E-06

	VPS52
	6
	1
	2.06E-06

	MOG
	6
	6
	2.18E-06

	CPA4
	7
	9
	3.48E-09

	LNCPRESS1
	7
	1
	1.17E-08



Table S3 (continued)

	Gene
	Chr #
	Number of SNPs
	P-value

	ZNF679
	7
	4
	4.45E-08

	SNX10
	7
	18
	2.09E-06

	CYRIB
	8
	35
	5.35E-12

	CPQ
	8
	30
	2.37E-07

	PHF19
	9
	5
	4.78E-08

	TRAF1
	9
	2
	1.02E-07

	C5-OT1
	9
	4
	1.72E-06

	WDFY4
	10
	99
	4.73E-09

	AIFM2
	10
	6
	2.75E-07

	PCSK7
	11
	7
	1.64E-06

	USB1
	16
	2
	6.64E-07

	HYDIN
	16
	19
	1.29E-06

	LOC100507373
	19
	1
	2.26E-11

	ATCAY
	19
	9
	1.61E-10

	BCL3
	19
	1
	1.38E-06

	SDF2L1
	22
	1
	3.74E-11



[bookmark: _Toc112012227][bookmark: _Ref110190115]
Table S4 Significant genes that include rare SNPs obtained with the gene-based method.

	Chr 
	Gene
	p-value
	Number of
 included SNPs
	Number of 
rare SNPs 
	Rare SNPS in
the gene

	2
	MGAT5

	2.3E-05

	92
	4
	rs2290047
rs1371132
rs16830385
rs7564658


	3
	CFAP20DC-AS1

	2.01E-07

	16
	4
	rs9855539
rs9881439
rs6808349
rs6805360


	4
	FSTL5
	9.77E-06
	164
	8

	rs359502
rs12649642
rs1440600
rs396016
rs10517760
rs17041120
rs10000255
rs17402629



	5
	SLIT3

	2.82E-05

	257
	4

	rs17667288
rs4868327
rs12653232
rs6862117











Table S4 (continued)

	Chr 
	Gene
	p-value
	Number of
 included SNPs
	Number of 
rare SNPs 
	Rare SNPS in
the gene

	6
	TSBP1
	5.55E-48

	8
	1
	rs4947338

	
	TNXB

	6.63E-20

	16
	1
	rs2021783


	
	HCG17
 
	2.4E-08

	17
	1
	rs11752959


	
	LY86-AS1

	3.67E-05

	101
	2

	rs17142175
rs11963226


	7
	SNX10

	2.09E-06

	18
	1
	rs12538280


	8
	ZFPM2

	5.29E-05

	107
	1
	rs7817743


	9
	TRAF1

	1.02E-07

	1
	1
	rs10985089


	
	DENND1A

	2.88E-05

	100
	4

	rs2078230
rs7857078
rs2564366
rs7037102

	10
	WDFY4

	4.73E-09

	99
	6
		rs12252129

	rs17011340

	rs2671720

	rs2671718

	rs17011201

	rs2947346




	12
	PRMT8

	4.26E-06

	62
	1
	rs3782749


	13
	MTRF1

	7.84E-05

	9
	1
	rs4942028


	15
	HERC2

	2.75E-05

	15
	4
		rs9302376

	rs16950960

	rs6497284

	rs8043281




	16
	HYDIN
 
	1.29E-06

	19
	4
		rs7205580

	rs12103040

	rs7192013

	rs12102979

	




	18
	DLGAP1-AS4

	7.44E-05

	17
	1
	rs16945853


	22
	PARVB

	2.59E-06

	84
	1
	rs16991498


	
	GNB1L

	8.2E-05

	21
	2
		rs5992486

	rs9618698










Table S5 The number of significant blocks and the number of associated SNPs obtained by the four block-based methods for each chromosome.

	

Chr #
	
Number of  significant Blocks
	
Number of associated SNPS

	
	
FGT
	
Big-LD
	
CIT
	
SSLD
	
FGT
	
Big-LD
	
CIT
	
SSLD

	
1
	
2
	
2
	
2
	
1
	
7
	
14
	
11
	
4

	
2
	
2
	
5
	
2
	
2
	
14
	
42
	
10
	
15

	
3
	
2
	
1
	
2
	
2
	
22
	
16
	
17
	
16

	
4
	
2
	
2
	
3
	
3
	
9
	
21
	
11
	
20

	
5
	
1
	
2
	
2
	
3
	
4
	
15
	
7
	
18

	
6
	
150
	
92
	
139
	
118
	
939
	
994
	
922
	
1134

	
7
	
5
	
2
	
4
	
5
	
34
	
24
	
24
	
23

	
8
	
7
	
4
	
5
	
8
	
32
	
44
	
19
	
53

	
9
	
5
	
6
	
5
	
5
	
36
	
53
	
40
	
48

	
10
	
4
	
4
	
2
	
3
	
19
	
18
	
11
	
20

	
11
	
3
	
3
	
1
	
2
	
13
	
8
	
5
	
15

	
12
	
1
	
1
	
0
	
1
	
4
	
2
	
0
	
2

	
13
	
0
	
2
	
1
	
1
	
0
	
7
	
8
	
5

	
14
	
3
	
2
	
3
	
4
	
14
	
24
	
13
	
34

	
15
	
1
	
3
	
1
	
2
	
10
	
14
	
11
	
14

	
16
	
3
	
3
	
4
	
5
	
14
	
18
	
15
	
27

	
17
	
4
	
4
	
2
	
1
	
14
	
27
	
8
	
4

	
18
	
1
	
2
	
1
	
2
	
8
	
21
	
7
	
11

	
19
	
6
	
3
	
2
	
3
	
23
	
20
	
9
	
13

	
20
	
3
	
1
	
0
	
3
	
7
	
2
	
0
	
16

	
21
	
1
	
2
	
1
	
3
	
7
	
11
	
8
	
20

	
22
	
2
	
2
	
2
	
3
	
9
	
13
	
4
	
16
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Table S6 Top 20 significant SNPs discovered by the individual-SNP method.

	SNP ID
	Position
(bp)
	p-value
	MAF
	Gene /
near gene
	Found
by
block-based
methods?
	Found
by
gene-based
method?

	rs660895
	32685358

	9.1E-108
	0.3341
	HLA-DRB1,
HLA-DQA1
	FGT, 1.45E-93
Big-LD, 2.93E-87
CIT, 7.47E-85
SSLD, 7.93E-91

	No




	rs6910071
	32390832

	2.21E-93
	0.3259
	TSBP1-AS1
	FGT, 2.48E-52
Big-LD, 1.07E-61
CIT, 6.23E-48
SSLD, 1.14E-51

	Yes,1.42E-75


	rs2395163
	32495787

	7.17E-91
	0.3317
	TSBP1-AS1,
 HLA-DRA
	FGT, 7.47E-70
Big-LD, 1.4E-71
CIT, 2.9E-103
SSLD ,1.66E-68

	No


	rs3763309
	32483951

	5.76E-86
	0.3346
	TSBP1-AS1
	FGT, 1.12E-77
Big-LD, 1.4E-71
CIT, 5.57E-78
SSLD, 1.71E-86

	Yes, 1.42E-75



	rs3763312
	32484326

	1.47E-85
	0.3333
	TSBP1-AS1
	FGT, 1.12E-77
Big-LD, 1.4E-71
CIT, 5.57E-78
SSLD, 1.71E-86

	Yes, 1.42E-75

	rs9275224
	32767856

	7.18E-78
	0.3663
	HLA-DQB1,
HLA-DQA2
	FGT, 4.75E-89
Big-LD, 7.29E-90
CIT, 1.55E-76
SSLD, 2.7E-79

	No

	rs6457617
	32771829

	7.3E-78
	0.3672
	HLA-DQB1, 
HLA-DQA2
	FGT, 4.75E-89
Big-LD, 7.29E-90
CIT, 1.55E-76
SSLD, 2.7E-79

	No

	rs9271568
	32698441

	2.11E-67
	0.415
	HLA-DRB1, 
HLA-DQA1
	FGT, 1.45E-93
Big-LD, 2.93E-87
CIT, 7.47E-85
SSLD, 7.93E-91

	No

	rs2395185
	32541145

	2.1E-65
	0.4303
	HLA-DRA,
HLA-DRB5
	FGT, 2.47E-78
Big-LD, 7.03E-89
CIT, 7.47E-85
SSLD, 3.34E-78

	No

	rs2516049
	32678378

	6.43E-64
	0.4184
	HLA-DRB1,
HLA-DQA1
	FGT, 8.13E-64
BigLD, 2.93E-87
CIT, 7.47E-85
SSLD, 7.93E-91

	No

	rs477515
	32677669

	1.22E-63
	0.4175
	HLA-DRB1, HLA-DQA1
	FGT, 8.13E-64
BigLD, 2.93E-87
CIT, 7.47E-85
SSLD, 3.34E-78

	No



Table S6 (continued)

	
SNP ID 
	Position
(bp)
	
p-value

	
MAF

	Gene /
near gene
	Found
by
block-based
methods?
	Found
by
gene-based
method?

	rs9275595
	32789333

	1.09E-60
	0.3204
	HLA-DQB1,
HLA-DQA2
	CIT, 8.12E-88
SSLD, 7.3E-79


	No

	rs9275555
	32785066

	9.79E-60
	0.327
	HLA-DQB1, 
HLA-DQA2
	CIT, 8.12E-88
SSLD, 3.95E-75

	No

	rs3817973
	32469089

	1.25E-59
	0.4515
	HCG23,
TSBP1-AS1

	FGT, 2.56E-71
CIT, 1.61E-73
SSLD, 1.14E-64

	Yes,2.92E-58


	rs4424066
	32462406

	2.79E-59
	0.4517
	TSBP1-AS1
	FGT, 2.56E-71
CIT, 1.61E-73
SSLD, 1.14E-64

	Yes, 1.42E-75

	rs2395157
	32456123

	3.02E-58
	0.3814
	TSBP1-AS1
	FGT, 2.56E-71
CIT, 1.61E-73
SSLD, 1.89E-56

	Yes, 1.42E-75

	rs2076530
	32471794

	1.45E-57
	0.4479
	BTNL2

	FGT, 2.56E-71
CIT, 1.61E-73
SSLD, 1.14E-64

	Yes, 1.45E-57


	rs6932542
	32488240

	8.58E-56
	0.3712
	TSBP1-AS1, 
HLA-DRA
	FGT, 1.12E-77
CIT, 3.19E-46
SSLD, 3.48E-46

	No

	rs9275424
	32778554

	3.35E-55
	0.3452
	HLA-DQB1,
HLA-DQA2
	FGT, 1.97E-63
CIT, 7.69E-66
SSLD, 7.3E-79
	No

	rs9275418

	32702467
	3.35E-55
	0.3452
	HLA-DQB1,
HLA-DQA2
	FGT, 1.97E-63
BigLD, 7.29E-90
CIT, 7.69E-66
SSLD, 7.3E-79

	No




























