Table S1. Presence of genetic material of SARS-CoV-2 in human-related material and SARS-CoV-2 monitoring in wastewater.
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	Presence in human tissue
	can affect any tissue with ACE-2 receptors, including gastrointestinal, renal, cardiovascular, etc. with predominant respiratory tissue tropism [1, 2]

	Dynamics of viral shedding in feces 
 
	Occurrence of viral fragments in feces:
ca. five days prior to symptoms development, 
ca. one week prior to hospitalization,
ca. two weeks after symptoms have subsided
[3, 4, 5, 6] or even up to 70 days from symptoms onset [7]

	Dynamics of viral shedding in urine 
	Occurrence of viral fragments in urine:
up to day 36 from symptoms onset [8] or up to day 41 from symptoms onset [9]

	The concentration of viral genetic material in feces
	ca. 102–105 gc/ml [10] up to 1.63-4.45 ˣ 106 gc/ml [11]


	The concentration of viral genetic material in the urine 
	ca. 102–107 gc/ml [10] ; ca. 12-29 gc/ml [12] ; ca. 322 gc/ml [13]


	Wastewater surveillance approach

	Persistence of viral fragments in wastewater
	About 14 days at 4 °C; about 2 days at 25 °C in wastewater [14, 15], when wastewater samples were stored at −20 and −75 °C, SARS-CoV-2 RNA remained stable for 29–84 days [16]

	Representative wastewater sampling (time, place, and fixation attempts)


	 - a representative sampling site needs to be indicated; currently usually mechanically treated samples are taken (after grids, sieves/sand trap)
- 24-h sampling is suggested with proper storage (at 4°C) of samples during collection and transport
- process samples within 24 hours after collection is suggested (for longer storage samples need to be spike with a matrix recovery control prior to refrigerating (at 4°C) or freezing (-20°C or -70°C).
- currently different fixation methods are used , reviewed by Ahmed et al., 2022 [17] 

	Sample pre-treatment  
	- homogenization by mechanical/vigorous mixing or via sonication to disaggregate virus particles or to detach particle-associated
- concentration - highly depends on the sample type, sample volume and availability of laboratory equipment; for untreated wastewater samples usually: filtration, precipitation centrifugation are used, reviewed by Mazumder et al., 2022 [18]

	RNA extraction
	- commercial kits are used for pre-treated environmental samples [19] 

	SARS-CoV-2 RNA measurement

	- RT-qPCR (reverse transcription-quantitative polymerase chain reaction) 
- RT-ddPCR (RT-droplet digital PCR; other forms of digital PCR (less common)
- Park et al. [20] suggested relying on RT-ddPCR for quantification of reference materials and diagnosis in patients, but using RT-qPCR to analyze wastewater samples [20]
- primers and probes targeting regions of the N (N1 and N2) and E genes [21]

	Normalization of human fecal material
	- to evaluate the input of human-intestine derived material in wastewater over time; 
- controls of human fecal normalization are organisms specific to human feces: (I) viral indicators: Pepper Mild Mottle virus, crAssphage [22]; (II) bacterial indicators: Bacteroides HF183 [23], Lachnospiraceae Lachno3 [24]; (III) human ribonuclease P (RNase P) [25].
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