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	identified bacterial units
	activated sludge samples collection

	
	Apr.
	Jul.
	Sep.
	Nov.

	ammonia oxidizing community

	Proteobacteria > Betaproteobacteria > Nitrosomonadales > Nitrosomonadaceae > Nitrosomonas
	n.d.
	<0.02%
	<0.01%
	n.d.

	Proteobacteria > Betaproteobacteria  > Nitrosomonadales > Nitrosomonadaceae > unidentified genus
	n.d.
	<0.01%
	n.d.
	n.d.

	potential comammox

	Nitrospirae > Nitrospira > Nitrospirales > Nitrospiraceae > Nitrospira
	2.00%
	3.00%
	2.00%
	3.10%

	potential denitrifying community

	Proteobacteria > Betaproteobacteria > Burkholderiales > Comamonadaceae > unidentified genus
	4.00%
	7.00%
	7.00%
	5.00%

	Proteobacteria > Betaproteobacteria > Burkholderiales > Comamonadaceae > Rhodoferax
	0.01%
	0.09%
	0.09%
	0.05%

	Proteobacteria > Alphaproteobacteria > Rhodobacterales > Rhodobacteraceae > Rhodobacter
	0.12%
	0.01%
	0.07%
	0.03%

	Proteobacteria > Gammaproteobacteria > Xanthomonadales > Sinobacteraceae > unidentified genus
	0.89%
	0.83%
	1.00%
	0.69%

	Proteobacteria > Gammaproteobacteria > Xanthomonadales > Sinobacteraceae > Steroidobacter
	<0.01%
	0.00%
	0.00%
	0.01%

	Proteobacteria > Gammaproteobacteria > Xanthomonadales > Xanthomonadaceae > Dokdonella
	0.93%
	2.00%
	3.00%
	2.00%

	Proteobacteria > Betaproteobacteria > Rhodocyclales > Rhodocyclaceae > Uliginosibacterium
	<0.01%
	0.04%
	0.05%
	0.06%

	Proteobacteria > Betaproteobacteria > Rhodocyclales > Rhodocyclaceae > Dechloromonas
	0.41%
	0.87%
	0.73%
	0.66%

	Proteobacteria > Betaproteobacteriales > Rhodocyclales > Rhodocyclaceae > Denitratisoma
	0.07%
	0.07%
	0.13%
	0.17%

	polyphosphate accumulating organisms

	Proteobacteria > Gammaproteobacteria > Pseudomonadales > Moraxellaceae > Acinetobacter
	nd
	<0.01
	0.020%
	0.010%

	Proteobacteria > Betaproteobacteria > Rhodocyclales > Rhodocyclaceae > Dechloromonas
	nd
	nd
	0.010%
	0.010%

	Gemmatimonadetes > Gemmatimonadetes > Gemmatimonadales > Gemmatimonadaceae > Gemmatimonas
	<0.01
	0.02%
	nd
	0.017%

	Actinobacteria > Actinobacteria > Actinomycetales > Corynebacteriaceae > Corynebacterium
	nd
	nd
	<0.01
	nd



