
3f strains (n=61) 3e strains (n=30) 3a strain (n=1) ^ 3chilm strain (n=1) § 3c strains (n=25)

3a_References 0,157 0,159 0,092 0,136 0,149

3b_References 0,150 0,147 0,120 0,122 0,149

3c_References 0,172 0,182 0,152 0,104 0,060

3d_References 0,181 0,181 0,148 0,169 0,167

3e_References 0,145 0,102 0,152 0,175 0,181

3f_References 0,095 0,135 0,150 0,162 0,175

3g_Reference 0,142 0,145 0,154 0,159 0,175

3h_Reference 0,171 0,180 0,149 0,138 0,136

3i_Reference 0,185 0,157 0,146 0,105 0,122

3j_Reference 0,143 0,147 0,130 0,141 0,165

3k_Reference 0,164 0,168 0,141 0,149 0,166

3l_References 0,156 0,178 0,139 0,124 0,125

3m_Reference 0,168 0,168 0,132 0,135 0,129

^ : sequence "INMI_1736/Jun.2017/" in Fig.2B and Fig.4
§ : sequence "INMI_1909/Dec.2019/" in Fig.2B and Fig.4

Supplementary Table 2. Average p-distance values of the investigated 118 strains vs. the same 39
reference strains reported in Fig.2 and Fig.4. The lowest value in each column is highlighted in bold,
except the column "3chilm strain" in which two very close lowest values are highlighted.


