Supplemental table 1 - Serotypes across countries

Country la Ib 1l 1] v \' Vi vil Vil

Absolute numbers

Belgium 20 7 15 31 11 26 1 0 0
Bulgaria 5 2 10 8 1 3 0 0 0
Czech Republic 18 4 18 30 3 28 2 3 0
Denmark 16 7 14 23 5 11 0 0 0
Germany 73 27 44 136 2 65 1 3 0
Italy 16 2 12 38 4 17 0 0 0
Spain 42 7 28 57 10 31 0 0 1
United Kingdom 29 9 10 41 2 18 1 0 0
Percentage

Belgium 18% 63% 13.5% 27.9% 99% 234% 09% 0% 0%
Bulgaria 172% 69% 345% 276% 34% 103% 0% 0% 0%

Czech Republic  16.8% 3.7% 168% 28% 28% 262% 19% 28% 0%

Denmark 195% 85% 17.1% 28% 6.1% 13.4% 0% 0% 0%
Germany 201% 74% 121% 375% 06% 179% 03% 0.8% 0%
Italy 172% 22% 129% 409% 43% 18.3% 0% 0% 0%
Spain 225% 37% 15% 30.5% 53% 16.6% 0% 0% 0.5%

United Kingdom = 26.1% 8.1% 9% 369% 1.8% 162% 0.9% 0% 0%

Raw p-value

Belgium 0.627 1 1 0218 0 0.187 0418 1 1
Bulgaria 0.864 0.691 0.003 0.619 1 0336 1 1 1
Czech Republic = 0426 0.393 0448 0.239 1 0.039 0.079 0.015 1
Denmark 0.981 0445 0493 0323 0311 029 1 1 1
Germany 1 0201 0.256 0.066 0 0.842 0669 0.409 1
Italy 0.533 0.113 0.884 0.152 0.561 1 1 1 1
Spain 0461 0208 0.74 0.362 0.199 0553 0.594 0.597 0.173

United Kingdom = 0.131 0438 0.15 0498 0419 0.624 0418 1 1
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Age group

Supplemental table 2 - Serotypes across age groups
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Supplemental table 3 - Serotypes across parity status

Parity la

Ib

Absolute numbers

0 13
1 123
2 35
3 12
>3 7
Percentage

0 15.7%
1 21.6%
2 15%
3 20.7%
>3 25%
Raw p-value
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3 0.956
>3 0.62
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Supplemental table 4 -
Discordance between capsular serotype and genotype

Capsular genotype
Capsular serotype la Ib v v vl Vil VIl IX MIX1I/VIE MIX1I/V Nt

la lOOOOOO

Ib o0 0 00 0O O O0DO

Il 0 0

0

0

1l 0 0 0 0 00

IV 0O 0 0 0OOpmg O O OO 0 0
V o 0 00 OO0 0O 0O 0 0
Vi 00 0 00 00O O 00O 0 0
VI 0 0O 0 0 0O 0 0
VIII 0 0 0O 0 00 O 0O 0 0

IX

Nt 28 7 21 21 5 22 gV O 0 0




