[bookmark: _GoBack]SupplementalTable 4. Association of the APC rs11954856 variant with the risk of different histological types of ovarian cancer
	Histologicaltype
	Allelesacases
	Genotypescasesb
	Allelesacontrols
	Genotypescontrolsb
	pgenotypicvalue
	ptrendvalue
	pallelicvalue
	ORdominant (95% CI)c;         p value
	ORrecessive(95% CI)d;        p value

	All
	G / t
	35 / 129 / 63
	g / T
	76 / 141 / 64
	0.007
	0.007
	0.009
	2.034 (1.302 - 3.178); 0.002
	1.302 (0.871  1.948); 0.198

	Serous
	G / t
	17 / 40 / 20
	
	
	0.646
	0.366
	0.369
	1.308 (0.718 - 2.383); 0.378
	1.190 (0.666 - 2.127); 0.557

	Mucinous
	G / T
	3 / 20 / 5
	
	
	0.077
	0.405
	0.415
	3.089 (0.906 - 10.532); 0.069e
	0.737 (0.269 - 2.017); 0.642

	Endometrioid
	G / t
	9 / 19 / 14
	
	
	0.316
	0.169
	0.167
	1.359 (0.621 - 2.974); 0.441
	1.695 (0.842 - 3.413); 0.136

	Clearcell
	G / t
	2 / 13 / 7
	
	
	0.167
	0.082
	0.085
	3.707 (0.846 - 16.246); 0.077e
	1.582 (0.618 - 4.049); 0.335

	Mixed
	G / t
	1 / 11 / 7
	
	
	0.083
	0.031
	0.032
	6.673 (0.875 - 50.876); 0.053e
	1.978 (0.747 - 5.234); 0.163

	Solid
	G / t
	0 / 13 / 4
	 
	 
	0.034
	0.109
	0.115
	13.029 (0.774 - 219.48); 0.009e
	1.043 (0.329 - 3.312); 1.000e



Number of ovarian cancer cases with untyped histological grade is equal 22.
Statistically significant results are highlighted in bold (p <0.0083, Bonferroni correction)
aUppercase denotes the more frequent allele.
bThe order of genotypes: DD / Dd / dd (d is the minor allele in the control samples).
cDominant model: dd + Dd vs DD (d is the minor allele).
dRecessive model: dd vs Dd + DD (d is the minor allele).
eFisher exact test.

