[bookmark: _GoBack]To enable data analysis using the ΔΔCT method, suitable endogenous controls for miRNAs (SNORD68 and RNU6B) were used. Triplicate reactions, a "no reverse transcribed" controls and a well free template were included in each run. The run temperature plot was set initially at 95 °C for 5 min, followed by 40 cycles of denaturation, annealing and extension at 95 °C (15 s), 55 °C (1 min), 72 °C (1 min) respectively.
Table S1. Primer Sequences of the immune-related circulating miRNAs understudy
	MiRNA
	Primer Sequence

	MiR-7-5p
	TGGAAGACTAGTGATTTTG

	MiR-9-5p
	TCTTTGGTTATCTAGCTGTAT

	MiR-23b-5p
	CTCCCCAGCATCTTCGATCC

	MiR-124-3p
	TTCACAGCGGACCTTGA

	MiR-145-5p
	GTCCAGTTTTCCCAGGA

	MiR-148a-5p
	GTTCTGAGACACTCCGA

	MiR-148b-5p
	GTTCTGTTATACACTCAGG

	MiR-155-5p
	TGCTAATCGTGATAGGGG

	MiR-181a-5p
	AACATTCAACGCTGTCGGTG

	MiR-203a-5p
	TAGTGGTCCTAAACATTTCAC

	MiR-320a-5p
	AAGCTGGGTTGAGAGGG

	SNORD68
	GCCCCTGCGCAAGGATGAC

	RNU6B
	GCCCCTGCGCAAGGATGAC



