Online resource 7. Clinical findings, HSVA, TEM and genetic results in patients with pathogenic/likely pathogenic variants in PCD-related genes.


	Gene
	Family
	Patient
	Gender
	Actual age (years)
	NRD
	LD
	PWC
	R
	P
	B
	A
	O
	H
	RP
	As
	LT
	HSVA
	TEM
	     Allele 1
	                                                                                    Allele 2

	DNAH5
	F6
	36460
	M
	22
	+
	-
	+
	+
	+
	+
	+
	+
	+
	N/A
	+
	-
	Slowed and uncoordinated ciliary movement.
	Class 1: ODA + CCD
	c.6261T>G;p.(Tyr2087*)
	exon 35 deletion

	
	F24
	64457
	M
	24
	+
	SI
	+
	+
	+
	+
	+
	+
	-
	N/A
	+
	-
	Most cilia are immotile. Residual movement.
	Class 1: ODA
	c.5271+1G>A;p.(?)
	c.11521C>T;p.(Gln3841*)

	
	F27
	84381
	F
	18
	+
	SI
	+
	+
	+
	+
	+
	+
	+
	N/A
	-
	-
	Most cilia are immotile. Residual movement.
	Class 1: ODA
	c.997C>T;p.(Arg333*)
	c.5575dup;p.(Thr1859Asnfs*2)

	
	F45
	44720
	M
	25
	+
	-
	+
	+
	+
	-
	-
	+
	-
	N/A
	+
	-
	Most cilia are immotile and short. Residual movement.
	Class 1: ODA
	c.13486C>T;p.(Arg4496*)
	c.13486C>T;p.(Arg4496*)

	
	F55
	85541
	F
	12
	+
	SI
	+
	+
	-
	+
	-
	+
	-
	N/A
	-
	-
	Immotile cilia.
	Class 1: ODA
	c.8846_8847del; p.(Gln2949Argfs*68)
	c.9980del;p.(Leu3327Argfs*11)

	
	F65
	35910
	M
	55
	+
	-
	+
	+
	-
	+
	+
	-
	+
	N/A
	-
	-
	Slowed and uncoordinated movement. Many immotile cilia.
	Class 1: ODA
	c.5557A>T;p.(Lys1853*)
	c.8827C>T;p.(Arg2943Cys)

	
	F66
	P78
	M
	10
	+
	SI
	+
	+
	+
	-
	-
	-
	-
	N/A
	-
	-
	Most cilia are immotile. Residual movement.
	Inconclusive
	c.2283_2284del;p.(Arg761Serfs*10)
	c.3861T>G;p.(Tyr1287*)

	
	F70
	87577
	F
	13
	+
	SI
	+
	+
	-
	-
	-
	+
	-
	N/A
	-
	-
	Most cilia are immotile. Residual movement.
	Class 1: ODA
	c.5563dup; p.(Ile1855Asnfs*6)
	c.6082T>C;p.(Trp2028Arg)

	
	F84
	P99
	M
	15
	+
	-
	+
	+
	-
	+
	-
	+
	-
	N/A
	-
	-
	Most cilia are immotile. Residual movement.
	Class 1: ODA
	c.2283_2284del;
p.(Arg761Serfs*10)
	c.4237C>T;p.(Gln1413*)

	
	
	P100
	F
	10
	+
	HET
	+
	+
	-
	-
	-
	+
	-
	N/A
	-
	-
	Most cilia are immotile. Residual movement.
	Class 1: ODA
	c.2283_2284del; p.(Arg761Serfs*10)
	c.4237C>T;p.(Gln1413*)

	
	F85
	38874
	M
	11
	-
	SI
	+
	+
	+
	+
	+
	-
	-
	N/A
	-
	-
	Immotile cilia.
	Class 1: ODA
	c.5563dup; p.(Ile1855Asnfs*6)
	c.5883-1G>A;p.(?)

	
	F95
	41940
	F
	26
	-
	SI
	+
	+
	+
	+
	+
	-
	-
	N/A
	-
	-
	Rotatory and uncoordinated ciliary movement.
	Class 1: ODA
	c.8387A>G;p.(Asp2796Gly)
	c.5416C>T;p.(Gln1806*33)

	
	F164
	89819
	F
	14
	+
	-
	+
	+
	-
	+
	-
	-
	-
	N/A
	+
	-
	Most cilia are immotile. Residual movement.
	Class 1: ODA
	 c.2970_2971del;p.(Ile991*)
	 c.2970_2971del;p.(Ile991*)

	
	F171
	68143
	F
	8
	-
	-
	+
	+
	+
	+
	+
	-
	-
	N/A
	-
	-
	Most cilia are immotile. Residual movement.
	Inconclusive
	c.4306G>T;p.(Glu1436*)
	c.4306G>T;p.(Glu1436*)

	RSPH1
	F18
	36161
	M
	60
	+
	-
	+
	+
	-
	+
	-
	+
	+
	+
	-
	-
	Rotational and uncoordinated ciliary movement.
	Class 2: CCD
	c.85G>T;p.(Glu29*)
	c.275-2A>C;p.(?)

	
	
	44163
	F
	66
	+
	-
	+
	+
	+
	+
	-
	+
	+
	+
	-
	-
	Rotational and uncoordinated ciliary movement.
	Class 2: CCD
	c.85G>T;p.(Glu29*)
	c.275-2A>C;p.(?)

	
	
	36159
	M
	70
	+
	-
	+
	+
	+
	+
	-
	+
	+
	+
	-
	-
	Rotational and uncoordinated ciliary movement.
	Class 2: CCD
	c.85G>T;p.(Glu29*)
	c.275-2A>C;p.(?)

	
	F81
	36459
	F
	18
	-
	-
	+
	+
	+
	-
	-
	+
	-
	N/A
	+
	-
	Slowed uncoordinated ciliary movement.
	Class 2: CCD
	c.275-2A>C;p.(?)
	c.275-2A>C;p.(?)

	
	F106
	P122
	M
	11
	+
	-
	+
	+
	+
	+
	+
	+
	-
	N/A
	-
	-
	Normal beat pattern.
	Class 2: CCD
	c.85G>T;p.(Glu29*)
	c.287dup;p.(Asn96Lysfs*2)

	
	F121
	70404
	F
	15
	-
	-
	+
	+
	-
	+
	-
	+
	-
	N/A
	-
	-
	Mix of immotile and stiff cilia. Many cells lacking cilia.
	Class 2: CCD
	c.574-2A>G;p.(?)
	c.574-2A>G;p.(?)

	
	F122
	69481
	F
	2
	+
	-
	+
	+
	+
	+
	+
	+
	-
	N/A
	+
	-
	Stiff cilia.
	Class 2: CCD
	c.85G>T;p.(Glu29*)
	c.275-2A>C;p.(?)

	
	F139
	67091
	F
	26
	-
	-
	+
	+
	+
	+
	+
	+
	-
	N/A
	-
	-
	Stiff and uncoordinated movement.
	Class 2: CCD
	c.85G>T;p.(Glu29*)
	c.85G>T;p.(Glu29*)

	
	F149
	53012
	F
	62
	-
	-
	+
	+
	-
	+
	+
	-
	+
	N/A
	-
	+
	Mix of immotile and stiff cilia.
	Class 2: CCD
	c.85G>T;p.(Glu29*)
	c.275-2A>C;p.(?)

	
	
	66137
	F
	56
	-
	-
	+
	+
	-
	+
	-
	-
	-
	+
	+
	-
	Mix of immotile cilia and stiff cilia.
	Class 2: CCD
	c.85G>T;p.(Glu29*)
	c.275-2A>C;p.(?)

	
	F152
	86613
	F
	37
	+
	-
	+
	+
	+
	+
	+
	+
	-
	+
	-
	+
	Most cells lack cilia. Some immotile or residual movement.
	Class 2: CCD
	c.85G>T;p.(Glu29*)
	c.287dup;p.(Asn96Lysfs*2)

	
	F153
	86887
	M
	37
	-
	-
	+
	+
	+
	+
	-
	-
	-
	+
	-
	-
	Uncoordinated and inefficient ciliary movement.
	Class 2: CCD
	c.85G>T;p.(Glu29*)
	c.85G>T;p.(Glu29*)

	
	F163
	87950
	F
	26
	+
	-
	+
	-
	-
	+
	-
	-
	-
	N/A
	-
	-
	Stiff cilia.
	Class 2: CCD
	c.85G>T;p.(Glu29*)
	c.85G>T;p.(Glu29*)

	
	F173
	97538
	F
	56
	-
	-
	+
	+
	+
	+
	+
	+
	-
	+
	-
	+
	Rotational and uncoordinated ciliary movement.
	Class 2: CCD
	c.85G>T;p.(Glu29*)
	c.275-2A>C;p.(?)

	
	F7
	37898
	F
	58
	+
	-
	+
	+
	-
	+
	-
	+
	+
	+
	-
	-
	Slowed and uncoordinated ciliary movement.
	Normal cross sections
	c.85G>T;p.(Glu29*)
	Not detected

	
	
	37900
	F
	65
	+
	-
	+
	+
	+
	+
	-
	+
	+
	+
	+
	+
	Slowed and uncoordinated ciliary movement.
	Normal cross sections
	c.85G>T;p.(Glu29*)
	Not detected

	
	F39
	79896
	F
	18
	+
	-
	+
	+
	+
	+
	-
	-
	-
	N/A
	+
	-
	Most cilia are immotile.
	IDA
	c.85G>T;p.(Glu29*)
	Not detected

	DNAH11
	F8
	96025
	M
	31
	+
	SI
	+
	+
	+
	+
	-
	+
	-
	+
	-
	-
	Immotile cilia.
	Inconclusive
	c.10264G>A;p.(Gly3422Arg)
	c.10264G>A;p.(Gly3422Arg)

	
	F15
	89216
	F
	63
	+
	-
	+
	+
	-
	+
	-
	-
	-
	+
	+
	-
	Hyperkinetic and stiff cilia.
	Normal cross sections.
	c.13069C>T;p.(Arg4357*)
	c.13069C>T;p.(Arg4357*)

	
	F30
	86268*
	M
	29
	+
	-
	+
	+
	+
	+
	+
	+
	-
	+
	-
	-
	Stiff cilia.
	Inconclusive
	c.3810delT; p.(Gly1272Aspfs*21)
	c.8941-3C>T;p.(?)

	
	F100
	42241
	F
	64
	+
	-
	+
	+
	-
	+
	-
	+
	-
	+
	-
	-
	Hyperkinetic cilia.
	Normal cross sections.
	c.11497-6T>G; p.Ala3833Tyrfs*12
	c.11497-6T>G; p.Ala3833Tyrfs*12

	
	F108
	52993
	F
	29
	+
	-
	+
	+
	+
	+
	-
	+
	-
	N/A
	-
	-
	Immotile cilia. Some residual movement.
	Normal cross sections.
	c.10264G>A;p.(Gly3422Arg)
	c.13373C>T;p.(Pro4458Leu)

	
	F115
	62312
	M
	4
	+
	-
	+
	+
	-
	-
	-
	-
	-
	N/A
	-
	-
	Hyperkinetic and stiff cilia.
	Normal cross sections
	c.4498C>T;p.(Gln1500*)
	c.13484_13496dup; p.(Glu4500Alafs*24)

	
	F117
	67375
	M
	49
	+
	-
	+
	+
	+
	+
	-
	+
	-
	+
	-
	-
	Hyperkinetic and stiff cilia.
	Normal cross sections
	c.6727C>T;p.(Arg2243*)
	c.11497-6T>G;
p.Ala3833Tyrfs*12

	
	F124
	66207
	M
	16
	-
	-
	+
	+
	+
	-
	-
	+
	-
	N/A
	-
	-
	Stiff cilia.
	Normal cross sections
	c.1840_1841del; p.(Met614Glufs*4)
	c.9523_9524del;
p.(Glu3175Metfs*2)

	
	F133
	61334
	F
	16
	-
	SI
	-
	-
	-
	-
	-
	-
	-
	N/A
	-
	-
	Hyperkinetic cilia.
	Normal cross sections
	c.2046dup;p.(Glu683*)
	c.2167A>G;p.(Lys723Glu)

	
	F138
	65336
	F
	43
	-
	SI
	-
	-
	-
	+
	+
	-
	-
	N/A
	-
	-
	Not performed.
	Not performed
	c.6244C>T;p.(Arg2082*)
	c.6244C>T;p.(Arg2082*)

	CCDC39
	F9
	46415
	F
	44
	+
	-
	+
	+
	+
	+
	+
	+
	-
	+
	-
	-
	Most cilia are immotile. Minimal residual movement.
	Class 1: MD+IDA
	c.357+1G>C;p.(?)
	c.2250del;p.(Gln751Lysfs*11)

	
	F19
	81266
	M
	57
	-
	SI
	+
	+
	+
	+
	-
	+
	+
	+
	-
	-
	Slowed uncoordinated ciliary movement
	Class 1: CCD
	c.2596G>T;p.(Glu866*)
	c.2596G>T;p.(Glu866*)

	
	F23
	84629*
	M
	52
	+
	-
	+
	+
	+
	+
	-
	+
	+
	+
	-
	+
	Immotile cilia.
	Class 1: MD+IDA
	c.357+1G>C;p.(?)
	c.357+1G>C;p.(?)

	
	
	87994*
	M
	41
	+
	-
	+
	+
	+
	+
	-
	+
	-
	+
	+
	-
	Immotile cilia.
	Class 1: MD+IDA
	c.357+1G>C;p.(?)
	c.357+1G>C;p.(?)

	
	F40
	36299*
	F
	19
	+
	-
	+
	+
	+
	+
	-
	+
	-
	N/A
	-
	-
	Immotile cilia.
	Class 1: MD+IDA
	c.1072del;p.(Thr358Glnfs*3)
	c.1072del;p.(Thr358Glnfs*3)

	
	F59
	35911
	M
	23
	+
	-
	+
	+
	-
	+
	+
	+
	-
	N/A
	-
	-
	Immotile cilia.
	Class 1: MD+IDA
	c.2250del;p.(Gln751Lysfs*11)
	c.2250del;p.(Gln751fsLys*11)

	
	F110
	57024
	F
	18
	+
	-
	+
	+
	-
	+
	-
	-
	-
	N/A
	+
	-
	Most cilia are immotile. Minimal residual movement
	Class 1: MD+IDA
	c.151C>T;p.(Arg51*)
	c.151C>T;p.(Arg51*)

	
	F151
	83170
	F
	2
	-
	-
	+
	+
	+
	-
	-
	+
	-
	N/A
	-
	-
	Most cilia are immotile. Few stiff cilia.
	Class 1: MD+IDA
	c.357+1G>C;p.(?)
	c.2347_2351del;
p.(Phe783Thrfs*3)

	ODAD4
	F21
	42522
	M
	21
	+
	SI
	+
	+
	+
	-
	-
	+
	-
	N/A
	-
	-
	Immotile cilia.
	Class 1: ODA
	c.245del;p.(Lys82Argfs*29)
	c.245del;p.(Lys82Argfs*29)

	
	
	61391
	M
	52
	+
	-
	+
	+
	+
	+
	-
	+
	-
	+
	+
	-
	Most cilia are immotile. Residual diskinetic movement.
	Class 1: ODA
	c.245del;p.(Lys82Argfs*29)
	c.245del;p.(Lys82Argfs*29)

	
	F76
	44726
	F
	8
	+
	SI
	+
	+
	+
	+
	-
	-
	+
	N/A
	-
	-
	Most cilia are immotile. Residual diskinetic movement.
	Class 1: ODA + IDA + MD
	c.245del;p.(Lys82Argfs*29)
	c.245del;p.(Lys82Argfs*29)

	
	F92
	P108
	M
	18
	+
	-
	+
	+
	+
	+
	-
	-
	-
	N/A
	-
	-
	Slowed uncoordinated movement. Half cilia are immotile.
	Class 1: ODA
	c.245del;p.(Lys82Argfs*29)
	c.245del;p.(Lys82Argfs*29)

	DNAI2
	F38
	41941
	M
	50
	+
	SI
	+
	+
	+
	+
	+
	+
	-
	N/A
	-
	-
	Slowed uncoordinated movement. Stiff cilia.
	Not performed
	c.421G>T;p.(Glu141*)
	c.421G>T;p.(Glu141*)

	
	
	41939
	M
	53
	+
	-
	+
	+
	+
	+
	-
	+
	+
	+
	-
	-
	Slowed uncoordinated movement.
	Class 1: ODA
	c.421G>T;p.(Glu141*)
	c.421G>T;p.(Glu141*)

	
	
	41936
	F
	59
	+
	SI
	+
	+
	+
	+
	-
	+
	-
	+
	-
	-
	Slowed uncoordinated movement. Stiff cilia.
	Inconclusive
	c.421G>T;p.(Glu141*)
	c.421G>T;p.(Glu141*)

	
	
	37276
	F
	46
	+
	-
	+
	+
	-
	-
	-
	+
	+
	+
	-
	-
	Most cilia are immotile. Residual diskinetic movement.
	Class 1: ODA
	c.421G>T;p.(Glu141*)
	c.421G>T;p.(Glu141*)

	DNAI1
	F111
	60063
	M
	8
	+
	SI
	+
	+
	+
	-
	-
	+
	-
	N/A
	-
	-
	Immotile cilia.
	Class 1: ODA
	c.1031+5G>C;p.(?)
	c.1031+5G>C;p.(?)

	
	F116
	65709
	M
	7
	+
	SI
	+
	+
	+
	-
	-
	-
	-
	N/A
	-
	-
	Immotile cilia.
	Unsufficient sample
	c.33del;p.(Asp114Thrfs*14)
	c.1543G>A;p.(Gly515Ser)

	
	F121
	P105
	M
	14
	-
	-
	+
	+
	+
	+
	+
	+
	-
	N/A
	-
	-
	Most cilia are immotile. Residual diskinetic movement.
	Class 1: ODA
	 c.48+2dup;p.(?)
	Not detected

	CCDC40
	F73
	93734
	F
	36
	+
	-
	+
	+
	-
	+
	-
	+
	-
	+
	-
	-
	Immotile cilia.
	Not performed
	c.2597A>G;p.Asn866Serfs*2
	c.2832G>A;p.Glu904Glufs*7

	
	
	93733
	M
	41
	+
	SI
	+
	+
	-
	+
	-
	-
	-
	+
	-
	-
	Immotile cilia.
	Not performed
	c.2597A>G;p.Asn866Serfs*2
	c.2832G>A;p.Glu904Glufs*7

	
	F162
	P184
	F
	1
	-
	-
	+
	+
	+
	-
	-
	-
	-
	N/A
	-
	-
	Most cilia are immotile. Residual diskinetic movement.
	Class 1: MD+IDA
	c.2743C>T;p.(Gln915*)
	c.2743C>T;p.(Gln915*)

	DNAAF6
	F1
	P1
	M
	39
	+
	SI
	+
	+
	+
	+
	-
	+
	-
	+
	-
	-
	Not performed.
	Class 1: ODA
	c.489_492del;
p.(Ile164Leufs*11)
	-

	
	
	38880
	M
	50
	+
	SI
	+
	+
	+
	-
	-
	+
	+
	+
	-
	-
	Immotile cilia.
	Class 1: ODA
	c.489_492del;
p.(Ile164Leufs*11)
	-

	
	
	P4
	M
	35
	+
	SI
	+
	+
	+
	+
	-
	+
	-
	N/A
	-
	-
	Immotile cilia.
	Class 1: ODA
	c.489_492del;
p.(Ile164Leufs*11)
	-

	
	
	43989
	M
	9
	+
	-
	+
	+
	-
	-
	-
	+
	-
	N/A
	-
	-
	Immotile cilia.
	Unsufficient sample
	c.489_492del;
p.(Ile164Leufs*11)
	-

	RSPH4A
	F22
	87993
	F
	58
	+
	-
	+
	+
	+
	+
	-
	-
	-
	+
	-
	-
	Most cilia are immotile. Few cells with stiff cilia.
	Class 2: CCD
	c.1564dup;p.(Ser522Lysfs*3)
	c.1564dup;p.(Ser522Lysfs*3)

	
	
	87992
	F
	60
	+
	-
	+
	+
	+
	+
	-
	+
	-
	+
	-
	-
	Most cilia are immotile. Few cells withstiff cilia.
	Class 2: CCD
	c.1564dup;p.(Ser522Lysfs*3)
	c.1564dup;p.(Ser522Lysfs*3)

	
	F169
	P192
	M
	14
	-
	-
	+
	+
	+
	+
	-
	+
	-
	N/A
	-
	-
	Stiff cilia.
	Class 2: CCD
	c.347_348del; p.(Val116Aspfs*3)
	c.1887G>A;p.(Trp629*)

	MNS1
	F123
	58068
	M
	7
	-
	SI
	+
	+
	-
	-
	-
	-
	-
	N/A
	+
	-
	Conserved ciliar pattern.
	Normal cross sections
	c.354-2A>G;p.(?)
	c.724C>T;p.(Arg242*)

	
	F132
	71091
	M
	13
	-
	SI
	+
	-
	-
	-
	-
	+
	-
	N/A
	+
	-
	Conserved ciliar pattern.
	Normal cross sections
	c.1084G>T;p.(Glu362*)
	c.1084G>T;p.(Glu362*)

	CCDC151
	F88
	40766
	F
	20
	+
	SI
	+
	+
	+
	-
	-
	+
	-
	N/A
	+
	-
	Half of the cells with immotile cilia. Half with stiff and uncoordinated movement.
	Unsufficient sample
	c.410G>A;p.(Trp137*)
	c.410G>A;p.(Trp137*)

	DNAAF1
	F77
	35912
	M
	7
	+
	SI
	+
	+
	-
	-
	-
	-
	-
	N/A
	-
	-
	Immotile cilia.
	Class 1: ODA
	c.1300_1322del;
p.(Gly434Profs*4)
	c.1300_1322del;
p.(Gly434Profs*4)

	DNAH1
	F79
	35744
	M
	7
	+
	-
	+
	+
	-
	-
	-
	+
	-
	N/A
	-
	-
	Most cilia are immotile. Residual stiff movement.
	Unsufficient sample
	c.6313C>G;p.(Pro2105Ala)
	c.12263_12265del;
p.(Ser4088del)

	DNAH9
	F101
	43611
	F
	48
	-
	-
	+
	+
	-
	+
	+
	-
	-
	N/A
	+
	-
	Immotile cilia.
	Normal cross sections.
	c.2596-2dup;
p.Gln866_Val977del
	Not detected

	
	F104
	53339
	M
	20
	-
	SI
	+
	+
	+
	-
	-
	+
	-
	N/A
	-
	-
	Rotational and uncoordinated ciliary movement.
	Class 1: ODA
	c.1333_1334delCAinsTG;
p.(Gln445*)
	c.4719T>G;p.(Tyr1573*)

	DNAAF11
	F131
	70866
	M
	15
	-
	-
	+
	+
	+
	+
	-
	+
	-
	N/A
	-
	-
	Normal beat pattern.
	Normal cross sections
	c.76G>C;p.(Asp26His)
	Not detected

	DNAJB13
	F29
	83138
	F
	24
	-
	-
	+
	+
	-
	-
	+
	+
	-
	N/A
	-
	-
	Unefficient stiff movement.
	Not performed
	c.98del;p.(Pro33Argfs*2)
	c.98del;p.(Pro33Argfs*2)

	DYX1C1
	F87
	39331
	F
	13
	+
	SI
	+
	+
	-
	+
	-
	+
	-
	N/A
	-
	-
	Immotile cilia.
	Class 1: ODA
	c.784-1G>A ;p.(?)
	c.784-1G>A ;p.(?)

	RSPH9
	F157
	88821
	F
	1*
	+
	-
	-
	-
	+
	-
	+
	-
	-
	N/A
	-
	-
	Stiff cilia.
	Class 2: CCD
	c.157_174del;
p.(Leu53_Tyr58del)
	c.157_174del;
p.(Leu53_Tyr58del)

	CCDC103
	F198
	95964
	M
	15
	+
	-
	+
	+
	+
	+
	-
	-
	-
	N/A
	-
	-
	Stiff cilia.
	Normal cross sections
	c.461A>C;p.(His154Pro)
	Not detected


F=female; M=male; LD=laterality defects; SI=situs inversus; HET=heterotaxy; NRD=neonatal respiratory distress; PWC=persistent wet cough; R=mucopurulent rhinorrhea; P=pneumonias; B=bronchiectasis; A=atelectasis; O=otitis; H=hypoacusia; RP=reproductive problems; N/A=not applicable; As=asthma; LT=lung transplantation; ODA=outer dynein arm defect; IDA=inner dynein arm defect; CCD=central complex defect; MD=microtubular disorganization; bold=previously unreported variants. *These patients carried an extra mutated allele: patient 86268 carried the c.76C>T variant in LRRC56; patients 84629 and 87994 carried the c.245del variant in ODAD4; and patient 36229 carried the c.10468_10471del variant in the DNAH1 gene.




