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Supplementary File S1: Search methodology in Scopus and queries’ workflows

We constructed four different search queries (QUERY1-1, QUERY1-2, QUERY2 and QUERY3) to explore the Scopus collection of scientific references. The selection of terms to be included in each query string was performed by using four search criterion steps in succession. 
This procedure is necessary to filter out all synonymic terms associated to irrelevant fields and keywords. The number of publications removed at each step is indicated in Supplementary File S2. 
1st Search criterion step: 
We included terms related to the research topic “forest genetics”. We identified and selected the most frequent terms occurring in the titles, authors’ keywords and abstracts of a subset of 100 publications, individually selected for their relevance to the field of forest genetics in the Mediterranean basin. After cross-checking that this trial set was correctly retrieved using the selected terms in a preliminary query, we enriched our query with additional terms found in the set collected with this preliminary query.
2nd Search criterion step: 
We included terms referring to the target “forest ecosystems”; for QUERY2 we included the tree genera found in the Mediterranean region (Médail et al., 2019).
3rd Search criterion step: 
We included terms related to the target “geographical region”, i.e., name of countries, etc.
4th Search criterion step: 
Terms were added progressively by doing a screening of the results yielded by the previous queries. Most occurring terms in relevant publications were identified and included in the query. We also excluded irrelevant terms, mostly related to zoology, entomology, medicine, ecology, biology, and computer science. The data file obtained after this step was further validated and filtered, as indicated in supplementary file S2.
Below, we present the terms used for each of the four queries we performed, both in the form of diagrams and of ready-to-use text in Scopus search engine. 



Scopus Data Collection
Years = 1991-2020, Language = English, Source Type = Journals, Search in= TITLE-ABSTRACT-KEYWORDS


	

QUERY1-1
TOPIC TARGET
We included the term “genetic”, its synonyms and related terms
1st Search Criterion
(genetic* OR -genetic* OR genom* OR gene OR gene- OR -gene OR genotyp* OR molecul* OR loci OR microsatellite* OR dna OR phylogen* OR "sequenc* analysis*" OR phenotyp* OR marker OR "population divergence" OR plymorph*) 





W/12 


(connector)


ECOSYSTEM TARGET
We included general terms related to forest ecosystem. The word “trees” had to be coupled with other terms to avoid the harvest of irrelevant publications.
(tree species" OR "species tree" OR "tree population" OR "population tree" OR *forest* OR shrub* OR bush OR conifer* OR broadlea* OR woodland OR "tree stand" OR "Tree seedling" OR "tree stage" OR "tree provenance" OR "deciduous tree" OR sapling OR "tree ring" OR "woody plants" OR "woody species" OR "seed tree" OR "tree taxa" OR stand OR silviculture OR "relict tree" OR "tree genera" OR "tree genus" OR "endemic tree" OR "tree age" OR "tree reproduct*" OR "tree taxonomy" OR "tree leaves" OR "tree leaf" OR "evergreen tree" OR "tree mating" OR "tree morpho*")


           2nd Search Criterion







(connector)

AND 


REGION TARGET
Terms related to the region of interest. 
3rd Search Criterion

(mediterranea* OR “south* europ*” OR "North* africa*") 


AND NOT NOT 


(connector)


REGION EXCLUSION
[bookmark: _GoBack]Exclusions of non-Mediterranean countries (geographic sense).

(california* OR chile* OR australia OR “south* Africa*”)


4th Search Criterion

({fruit tree} OR marine OR crop* OR cultivar OR bird OR virus* OR insect* OR fung* OR bacter* OR {phylogenetic tree*} OR herb* OR mammal* OR animal OR ungulate OR nematod* OR chiropt* OR coleopter* OR amphib* OR reptil* OR rat OR deer OR mollusk OR {random forest} OR {tree estimation})

EXCLUSION of IRRELEVANT TERMS 






Query1-1 as it was entered in Scopus search:
( PUBYEAR > 1990 AND PUBYEAR < 2021 TITLE-ABS-KEY (genetic* OR -genetic* OR genom* OR gene OR gene- OR -gene OR genotyp* OR molecul* OR loci OR microsatellite* OR dna OR phylogen* OR "sequenc* analysis*" OR phenotyp* OR marker OR "population divergence") W/12 (tree species" OR "species tree" OR "tree population" OR "population tree" OR *forest* OR shrub* OR bush OR conifer* OR broadlea* OR woodland OR "tree stand" OR "Tree seedling" OR "tree stage" OR "tree provenance" OR "deciduous tree" OR sapling OR "tree ring" OR "woody plants" OR "woody species" OR "seed tree" OR "tree taxa" OR stand OR silviculture OR "relict tree" OR "tree genera" OR "tree genus" OR "endemic tree" OR "tree age" OR "tree reproduct*" OR "tree taxonomy" OR "tree leaves" OR "tree leaf" OR "evergreen tree" OR "tree mating" OR "tree morpho*") AND (mediterranea* OR “south* europ*” OR "North* africa*") AND NOT TITLE-ABS-KEY (california* OR chile* OR australia* OR “south* Africa*” OR ({fruit tree} OR marine OR crop* OR cultivar OR bird OR virus* OR insect* OR fung* OR bacter* OR {phylogenetic tree*} OR herb* OR mammal* OR animal OR ungulate OR nematod* OR chiropt* OR coleopter* OR amphib* OR reptil* OR rat OR deer OR mollusk OR { random forest} OR {tree estimation}) AND ( LIMIT-TO ( SRCTYPE , "j" ).”



QUERY1-2
TOPIC
It includes the word genetic and its narrowed and related terms
(genetic* OR -genetic* OR genom* OR gene OR gene- OR -gene OR genotyp* OR molecul* OR loci OR microsatellite* OR dna OR phylogen* OR "sequenc* analysis*" OR phenotyp* OR marker OR "population divergence" OR polymorph*) 

1st Search Criterion



                 
W/12 


(connector)


GENERAL TARGET
We included general terms related to forest ecosystem. The word “trees” had to be coupled with other terms to avoid the selection of irrelevant publications.

(tree species" OR "species tree" OR "tree population" OR "population tree" OR *forest* OR shrub* OR bush OR conifer* OR broadlea* OR woodland OR "tree stand" OR "Tree seedling" OR "tree stage" OR "tree provenance" OR "deciduous tree" OR sapling OR "tree ring" OR "woody plants" OR "woody species" OR "seed tree" OR "tree taxa" OR “tree stand” OR silviculture OR "relict tree" OR "tree genera" OR "tree genus" OR "endemic tree" OR "tree age" OR "tree reproduct*" OR "tree taxonomy" OR "tree leaves" OR "tree leaf" OR "evergreen tree" OR "tree mating" OR "tree morpho*")




2nd Search Criterion








Not necessary for the purpose of this search query 
3rd Search Criterion




AND NOT NOT 


(connector)



 ({fruit tree} OR marine OR crop* OR cultivar OR bird OR virus* OR insect* OR fung* OR bacter* OR {phylogenetic tree*} OR herb* OR mammal* OR animal OR ungulate OR nematod* OR chiropt* OR coleopter* OR amphib* OR reptil* OR rat OR deer OR mollusk OR {random forest} OR {tree estimation}



 EXCLUSION of IRRELEVANT TERMS 
4th Search Criteria



Query1-2 as it was entered in Scopus search:
( PUBYEAR > 1990 AND PUBYEAR < 2021 TITLE-ABS-KEY ( ( genetic* OR -genetic* OR genom* OR gene OR gene- OR -gene OR genotyp* OR molecul* OR loci OR microsatellite* OR dna OR phylogen* OR "sequenc*analysis*" OR phenotyp* OR marker OR "population divergence" OR polymorph* ) W/15 (“tree species" OR "species tree" OR "tree population" OR "population tree" OR *forest* OR shrub* OR bush OR conifer* OR broadlea* OR woodland OR "tree stand" OR "Tree seedling" OR "tree stage" OR "tree provenance" OR "deciduous tree" OR sapling OR "tree ring" OR "woody plants" OR "woody species" OR "seed tree" OR "tree taxa" OR stand OR silviculture OR "relict tree" OR "tree genera" OR "tree genus" OR "endemic tree" OR "tree age" OR "tree reproduct*" OR "tree taxonomy" OR "tree leaves" OR "tree leaf" OR "evergreen tree" OR "tree mating" OR "tree morpho*") AND NOT TITLE-ABS-KEY ({fruit tree} OR marine OR crop* OR cultivar OR bird OR virus* OR insect* OR fung* OR bacter* OR {phylogenetic tree*} OR herb* OR mammal* OR animal OR ungulate OR nematod* OR chiropt* OR coleopter* OR amphib* OR reptil* OR rat OR deer OR mollusk OR { random forest} OR {tree estimation}) AND ( LIMIT-TO ( SRCTYPE , "j" ) )



QUERY2
TOPIC
It includes the word genetic and its narrowed and related terms
1st Search Criterion
TITLE-ABS-KEY (genetic* OR -genetic* OR genom* OR gene OR gene- OR -gene OR genotyp* OR molecul* OR loci OR microsatellite* OR dna OR phylogen* OR "sequenc* analysis*" OR phenotyp* OR marker OR "population divergence" OR plymorph*) 





W/12 


                            
GENERAL TARGET
General terms related to forest ecosystem and trees. 
(tree species" OR "species tree" OR "tree population" OR "population tree" OR *forest* OR shrub* OR bush OR conifer* OR broadlea* OR woodland OR "tree stand" OR "Tree seedling" OR "tree stage" OR "tree provenance" OR "deciduous tree" OR sapling OR "tree ring" OR "woody plants" OR "woody species" OR "seed tree" OR "tree taxa" OR “tree stand” OR silviculture OR "relict tree" OR "tree genera" OR "tree genus" OR "endemic tree" OR "tree age" OR "tree reproduct*" OR "tree taxonomy" OR "tree leaves" OR "tree leaf" OR "evergreen tree" OR "tree mating" OR "tree morpho*")



(Connector)


2nd Search Criteria
 (quercus OR abies OR pinus OR cedrus OR conifer* OR "deciduous tree" OR evergreen OR broadlea* OR broad-lea* OR sapling OR acer OR aesculus OR arbutus OR alnus OR betula OR buxus OR carpinus OR castanea OR cercis OR ceratonia OR chamaerops OR corylus OR cotinus OR cotoneaster OR crataegus OR cupressus OR cytisus OR erica OR fagus OR ficus OR fontanesia OR fraxinus OR frangula OR genista OR ilex OR juglans OR juniperus OR laurus OR liquidambar OR lonicera OR malus OR myrica OR myrtus OR nerium OR olea OR ostrya OR phyllirea OR phoenix OR pistacia OR platanus OR populus OR prunus OR pyrus OR rhamnus OR rhododendron OR salix OR sambucus OR searsia OR sorbus OR spartium OR staphylea OR styrax OR tamarix OR tetraclinis OR tilia OR ulmus OR vitex OR zelkova OR "taxus baccata" OR acacia OR argania OR dracaena OR balanites OR calotropis OR ziziphus OR moringa OR prosopis OR diospyros OR pterocarya)


                                                                      OR



SPECIFIC TARGET
Tree genera  















REGION TARGET
Mediterranean countries with at least part of their territory with a Mediterranean bioclimate and those belonging to the FAO Committee on Mediterranean Forestry Questions – Silva Mediterranea
AND 


	
(mediterranea* OR “south*europ*””North* Africa*”  OR spain OR spanish OR italy* OR italian OR greece* OR greek OR portugal* OR portuguese OR france OR french OR morocc* OR tunisia* OR turkey* OR turkish OR lebanon* OR lebanese OR israel* OR algeria* OR syria* OR iberia* OR cyprus* OR cypriot* OR albania* OR bulgaria* OR iran* OR iraq* OR jordan* OR libya* OR malta* OR maltese OR romania* OR serbia* OR slovenia* OR sudan* OR yemen* OR crete OR cretean OR sardinia* OR corsica* OR balearic* OR macedon* OR montenegr* OR croatia* OR bosnia* OR palestin* OR kosov* OR canary OR canarian OR Egypt*) 


3rd Search Criteria






AND NOT NOT 



REGION EXCLUSIONS
Exclusions of non-Mediterranean countries (geographic sense).

(california* OR chile* OR Australia* OR “south* Africa*”)



OR4th Search Criteria

EXCLUSION of IRRELEVANT TERMS 
({fruit tree} OR marine OR crop* OR cultivar OR bird OR virus* OR insect* OR fung* OR bacter* OR {phylogenetic tree*} OR herb* OR mammal* OR animal OR ungulate OR nematod* OR chiropt* OR coleopter* OR amphib* OR reptil* OR rat OR deer OR mollusk OR random forest} OR {tree estimation}









Query2 as it was entered in Scopus search:
( PUBYEAR > 1990 AND PUBYEAR < 2021  TITLE-ABS-KEY ( ( genetic* OR -genetic* OR genom* OR gene OR gene- OR -gene OR genotyp* OR molecul* OR loci OR microsatellite* OR dna OR phylogen* OR "sequenc* analysis*" OR phenotyp* OR marker OR "population divergence" OR plymorph* ) W/12 ( "Tree species" OR "species tree" OR "population tree" OR "tree population" OR *forest* OR shrub* OR bush OR "woody plants" OR "woody species" OR "tree taxa" OR "tree genus" OR "tree genera" OR "tree trait" OR "tree morpho*" OR pine OR oak OR quercus OR abies OR pinus OR cedrus OR conifer* OR "deciduous tree" OR evergreen OR broadlea* OR broad-lea* OR sapling OR acer OR aesculus OR arbutus OR alnus OR betula OR buxus OR carpinus OR castanea OR cercis OR ceratonia OR chamaerops OR corylus OR cotinus OR cotoneaster OR crataegus OR cupressus OR cytisus OR erica OR fagus OR ficus OR fontanesia OR fraxinus OR frangula OR genista OR ilex OR juglans OR juniperus OR laurus OR liquidambar OR lonicera OR malus OR myrica OR myrtus OR nerium OR olea OR ostrya OR phyllirea OR phoenix OR pistacia OR platanus OR populus OR prunus OR pyrus OR rhamnus OR rhododendron OR salix OR sambucus OR searsia OR sorbus OR spartium OR staphylea OR styrax OR tamarix OR tetraclinis OR tilia OR ulmus OR vitex OR zelkova OR "taxus baccata" OR acacia OR argania OR dracaena OR balanites OR calotropis OR ziziphus OR moringa OR prosopis OR diospyros OR pterocarya ) AND (mediterranea* OR “south*europ*”OR ”North* Africa*”  OR spain OR spanish OR italy* OR italian OR greece* OR greek OR portugal* OR portuguese OR france OR french OR morocc* OR tunisia* OR turkey* OR turkish OR lebanon* OR lebanese OR israel* OR algeria* OR syria* OR iberia* OR cyprus* OR cypriot* OR albania* OR bulgaria* OR iran* OR iraq* OR jordan* OR libya* OR malta* OR maltese OR romania* OR serbia* OR slovenia* OR sudan* OR yemen* OR crete OR cretean OR sardinia* OR corsica* OR balearic* OR macedon* OR montenegr* OR croatia* OR bosnia* OR palestin* OR kosov* OR canary OR canarian OR Egypt*) AND NOT (california* OR chile* OR Australia* OR “south* Africa*” OR {fruit tree} OR marine OR crop* OR cultivar OR bird OR virus* OR insect* OR fung* OR bacter* OR {phylogenetic tree*} OR herb* OR mammal* OR animal OR ungulate OR nematod* OR chiropt* OR coleopter* OR amphib* OR reptil* OR rat OR deer OR mollusk OR {random forest} OR {tree estimation}) AND ( LIMIT-TO ( SRCTYPE , "j" ) ) ) 










QUERY3
Not necessary for the purpose of this search query 
1st Search Criteria

 

GENERAL TARGET
General terms related to forest ecosystem and trees. 
("Tree species” OR “species tree” OR "population tree" OR "tree population" OR *forest* OR shrub* OR bush OR "woody plants" OR "woody species" OR "tree taxa" OR "tree genus" OR "tree genera" OR "tree trait" OR "tree morpho*" OR pine OR oak) 

 (quercus OR abies OR pinus OR cedrus OR conifer* OR "deciduous tree" OR evergreen OR broadlea* OR broad-lea* OR sapling OR acer OR aesculus OR arbutus OR alnus OR betula OR buxus OR carpinus OR castanea OR cercis OR ceratonia OR chamaerops OR corylus OR cotinus OR cotoneaster OR crataegus OR cupressus OR cytisus OR erica OR fagus OR ficus OR fontanesia OR fraxinus OR frangula OR genista OR ilex OR juglans OR juniperus OR laurus OR liquidambar OR lonicera OR malus OR myrica OR myrtus OR nerium OR olea OR ostrya OR phyllirea OR phoenix OR pistacia OR platanus OR populus OR prunus OR pyrus OR rhamnus OR rhododendron OR salix OR sambucus OR searsia OR sorbus OR spartium OR staphylea OR styrax OR tamarix OR tetraclinis OR tilia OR ulmus OR vitex OR zelkova OR "taxus baccata" OR acacia OR argania OR dracaena OR balanites OR calotropis OR ziziphus OR moringa OR prosopis OR diospyros pterocarya)

2nd Search Criteria





SPECIFIC TARGET
Tree genera  














REGION TARGET
Mediterranean countries with at least part of their territory with a Mediterranean bioclimate (Médail et al., 2019) and those belonging to the FAO Committee on Mediterranean Forestry Questions – Silva Mediterranea

(mediterranea* OR “south*europ*””North* Africa*”  OR spain OR spanish OR italy* OR italian OR greece* OR greek OR portugal* OR portuguese OR france OR french OR morocc* OR tunisia* OR turkey* OR turkish OR lebanon* OR lebanese OR israel* OR algeria* OR syria* OR iberia* OR cyprus* OR cypriot* OR albania* OR bulgaria* OR iran* OR iraq* OR jordan* OR libya* OR malta* OR maltese OR romania* OR serbia* OR slovenia* OR sudan* OR yemen* OR crete OR cretean OR sardinia* OR corsica* OR balearic* OR macedon* OR montenegr* OR croatia* OR bosnia* OR palestin* OR kosov* OR canary OR canarian OR Egypt*) 

3rd Search Criteria






REGION EXCLUSIONS
Exclusions of non-Mediterranean countries (geographic sense).

4th Search Criteria
(california* OR chile* OR Australia* OR “south* Africa*”)
({fruit tree} OR marine OR crop* OR cultivar OR bird OR virus* OR insect* OR fung* OR bacter* OR {phylogenetic tree*} OR herb* OR mammal* OR animal OR ungulate OR nematod* OR chiropt* OR coleopter* OR amphib* OR reptil* OR rat OR deer OR mollusk OR {random forest} OR {tree estimation}

AND NOT NOT 





EXCLUSION of IRRELEVANT TERMS 






QUERY3 as it was entered in Scopus:
( PUBYEAR > 1989 AND PUBYEAR < 2021 TITLE-ABS-KEY ( ( forest* OR shrub* OR bush OR "woodplants" OR "woody species" OR pine OR oak OR quercus OR abies OR pinus OR cedrus OR conifer* OR "deciduous tree" OR evergreen OR broadlea* OR broad-lea* OR sapling OR acer OR aesculus OR arbutus OR alnus OR betula OR buxus OR carpinus OR castanea OR cercis OR ceratonia OR chamaerops OR corylus OR cotinus OR cotoneaster OR crataegus OR cupressus OR cytisus OR erica OR fagus OR ficus OR fontanesia OR fraxinus OR frangula OR genista OR ilex OR juglans OR juniperus OR laurus OR liquidambar OR lonicera OR malus OR myrica OR myrtus OR nerium OR olea OR ostrya OR phyllirea OR phoenix OR pistacia OR platanus OR populus OR prunus OR pyrus OR rhamnus OR rhododendron OR salix OR sambucus OR searsia OR sorbus OR spartium OR staphylea OR styrax OR tamarix OR tetraclinis OR tilia OR ulmus OR vitex OR zelkova OR "taxus baccata" OR acacia OR argania OR dracaena OR balanites OR calotropis OR ziziphus OR moringa OR prosopis OR diospyros OR pterocarya ) AND (mediterranea* OR “south*europ*”OR ”North* Africa*” OR spain OR spanish OR italy* OR italian OR greece* OR greek OR portugal* OR portuguese OR france OR french OR morocc* OR tunisia* OR turkey* OR turkish OR lebanon* OR lebanese OR israel* OR algeria* OR syria* OR iberia* OR cyprus* OR cypriot* OR albania* OR bulgaria* OR iran* OR iraq* OR jordan* OR libya* OR malta* OR maltese OR romania* OR serbia* OR slovenia* OR sudan* OR yemen* OR crete OR cretean OR sardinia* OR corsica* OR balearic* OR macedon* OR montenegr* OR croatia* OR bosnia* OR palestin* OR kosov* OR canary OR canarian OR Egypt*) AND NOT (california* OR chile* OR Australia* OR “south* Africa*” OR {fruit tree} OR marine OR crop* OR cultivar OR bird OR virus* OR insect* OR fung* OR bacter* OR {phylogenetic tree*} OR herb* OR mammal* OR animal OR ungulate OR nematod* OR chiropt* OR coleopter* OR amphib* OR reptil* OR rat OR deer OR mollusk OR {random forest} OR {tree estimation} ) AND ( LIMIT-TO ( SRCTYPE , "j")

The table below reports and describes the phrase searching (quotes and brackets), Boolean operators (OR/AND/AND NOT), proximity operators (W/n) and wildcard symbols (*) adopted in our queries.

	Quotes “….”
	It searches for a loose and approximate phares where the words appear together in a fixed order
Example: “sequenc* analysis” will find “sequence analysis” and “sequence-analysis”. “tree trait” will find “tree trait”, “tree-trait”, “tree traits” and “trees traits”.

	Brackets
{….}
	It searches for an exact phrase; this will find only exact words as given ignoring spelling variation or plurals.
Examples: {random forest}

	OR
	Finds documents that contain any of the terms.
“OR” is used when at least one of the terms must appear (such as synonyms, alternate spellings, or abbreviations).
 Example: Genetic* OR Genom*

	AND
	Finds documents that contain all the terms.
“AND” is used when all the terms must appear and may be far apart from each other.
Example: genetic* AND mediterranea*


	AND NOT
	Excludes documents that include the specified term from the search.
Example: AND NOT mammal; AND NOT animal

	W/n
	It finds words within a specified distance of each other within a document. 
Example: microsatellite W/12 forest* finds words if they are within 12 words of one another regardless of the order in which they appear.

	*
	The asterisk* is used to replace multiple characters. 
Example: genetical* will find terms such as “genetical” and “genetically”.



A full description is available at the online Scopus search guide: http://schema.elsevier.com/






Supplementary File S2: Result validation and filtering


A first assessment of the publications retrieved by each search query was conducted directly in Scopus by using its filtering tools available in the “refine results” panel (Ahmi, 2021, pp 35-44). This step removed outlier articles linked to journals and research fields not related to our topic. The filtered lists of documents and their associated metadata and bibliographic information (Berkvens, 2012) were then exported in a CSV format. 

Before analyzing the data, we carried out a second manual validation in Microsoft Excel (version 2016, Microsoft, Redmond, WA, USA). We started by deleting duplicates and incomplete data. For QUERY1-1, QUERY1-2 and QUERY3, the filtering process was stopped at this stage and the queries were validated. 
For Query2, we proceeded to identify, and remove publications not related to the studied research field. The relevance to the forest genetic domain was assessed for each article by reading each article’s title. In this case, removing all the outliers was necessary to ensure optimal bibliographic analysis outputs. Most of the removed articles regarded genetic studies on crops, annual/perennial herbs, and on trees’ parasites, defoliators, or fungi.

Below, a flow diagram representation of the different phases of the filtering process is presented (modification of the PRISMA scheme, see Moher et al., 2009).




Files retrieved from Scopus database
Query1.1: 363 
Query1.2: 15532
Query2: 2105



Identification


Query1.1 = 363
Query3 = 41244
Query2 = 2109
Query1.2 = 15532




	Files removed by using the filtering tools of Scopus




Query1.1 = 10
Query1.2 = 2666
Query2 = 128

	
Query3 = 549


Screening

hh




Files removed in Microsoft excel


Query1.1 = 0
Duplicates (0)
Incomplete (0)
Outliers (not run)
Query3 = 296
Duplicates (198)
Incomplete (98)
Outliers (not run)

Query1.2 = 110
Duplicates (75)
Incomplete (35)
Outliers (not run)
Query2 = 433
Duplicates (10)
Incomplete (2)
Outliers (421)







Files validated and ready for the analysis

Final datasets


Query2 = 1548
Query1.2 = 12756
Query1.1 = 353
Query3 = 40399





[bookmark: _Hlk101854751]Supplementary File S3: Methods used for the bibliometric analysis 


We carried out a descriptive analysis and a bibliometric analysis. First, we assessed trends in number of articles published per year in Microsoft Excel (version 2016, Microsoft, Redmond, WA, USA). Second, we used VOSviewer (version 1.6.7, Leiden University, Leiden, The Netherlands), a software specifically developed for exploring bibliometric data (van Eck and Waltman, 2010), to analyze keywords mapped to a reference thesaurus (see Supplementary File S4). The thesaurus was created to curate spelling differences, plurals, abbreviations and synonyms among authors’ keywords from QUERY2 as well as to regroup authors’ keywords into more comprehensive keywords. This step assured consistency and offered the possibility to homogenize the data around fewer, more representative terms (Nardi et al., 2016). For example, the most frequent keyword of our analysis “Within population diversity”, regroups authors’ keywords such as “Allozyme variation”, “DNA-polymorphism”, “Genetic variability”, “Genetic diversity”, “Intraspecific variation”, etc. 
Using our thesaurus (Supplementary File S4), we generated a database of 2945 harmonized keywords out of the 4338 proposed by the authors. The co-occurrence threshold of the keywords was set at 40, thus 30 items were brought into visualization (see Figure 4 in the main text). To display elements on maps, the software uses the VOS technique which stands for “visualization of similarities”. This technique accurately adjusts distance between terms in the map, based on their similarity. Specifically, affinities and correspondence among terms (ASij) are calculated based on their number of co-occurrences in the same publication according to the following equation:

ASij= cij /ci cj 
Where cij is the number of publications in which two terms, i and j occur together, while ci and cj are the numbers of publications in which each term appears. 
Two terms co-occurring in many publications will be located close to each other in a network map, while less strongly related terms (low co-occurrence) will be located further away from each other. In the network map, each term is represented by a circle, where its diameter and the size of its label are proportional to the number of documents that present the corresponding term; moreover, lines indicate co-occurrence links between terms, while line width is indicative of the link strength between two terms (number of publications in which two keywords occur together) (van Eck and Waltman, 2019; van Eck and Waltman, 2021).
Terms are arranged in clusters (displayed in different colours). Words belonging to the same cluster suggest a similar scientific topic. To identify clusters of related terms, the software uses a weighted and parameterized variant of the modularity-based clustering method (Waltman et al., 2010). Through the arrangement of clusters, research topics can be identified. The co-keyword network in Figure 4 clearly illustrates three distinct clusters, each one representing a subfield of forest genetics research. The appropriate names of the three main clusters (Population diversity and differentiation; Environmental conditions, growth, and stress response; Phylogeography) could be allocated by analysing the related terms. In addition to the network map of Figure 4, we also show overlay visualization maps (Figure 6, Figure 7, Figure 8) in which terms are coloured according to their average year of publication. This alternative is available in the “options” panel of VOSviewer.
Figure 5 reports the annual publication trends of the 10 most studied tree species. First, in VOSviewer, we selected the 10 species by looking at their total occurrences in title-abstracts-keywords of the database QUERY2; a binary counting system was selected, i.e., only the presence of the term was counted while the number of times the term occured in a document was not taken into considerations. Then, in Scopus, we limited our database (QUERY2) by including the Latin and common name of the selected species in the “specific target” block (see workflow of QUERY2 in Supplementary File S1). Thus, subsets of publications relative to each species were retrieved. Finally, annual trends of these publications were obtained by using the analysis tools available at the online interface of Scopus.
We expect no bias from our bibliometric method except in the construction of the thesaurus where we used our own expertise in forest genetics to allocate homogenized names to different author keywords. In particular, we re-named several keywords “Within population diversity” which may also have fitted the term “differentiation”, also one of our thesaurus terms (see first paragraph of Supplementary File S3 for examples). However, the two terms appear linked within the first cluster (red Cluster 1 “Population diversity and Differentiation”) of our network analysis (Figure 4) and showing the same temporal trends (Table 1), indicating that the two terms are generally used together in publications. As for the other terms of the thesaurus, we mostly adhered to author keywords, simply correcting for spelling, acronyms, hyphens, plurals, etc. (see Supplementary Table S4).



Supplementary Table S1: Summary statistics of the top 30 occurring keywords and related clusters. 
The table reports the membership to one of the three clusters identified in Figure 4 (Cluster ID), the number of documents in which a keyword appears (Occurrence), the sum of the publications in which an item co-occurs with any of the 30 other keywords (total link strength), the average year of publication (Avg. Pub. Year) and the normalized average citations (Avg. Norm. Citations) of each keyword. Average values for each cluster are shown in bold.
	Keyword
	Cluster ID
	Occurrence
	Total link strength
	Avg. Pub. Year
	Avg. Citations

	Within population diversity
	1
	482
	852
	2010.68
	29.62

	SSR
	1
	281
	504
	2011.93
	24.68

	Differentiation
	1
	245
	463
	2010.39
	22.13

	Conservation
	1
	126
	239
	2011.43
	35.97

	Hybridization
	1
	88
	149
	2009.70
	36.84

	Isozyme
	1
	85
	162
	2003.46
	24.41

	RAPD
	1
	85
	120
	2008.26
	16.21

	Gene flow
	1
	59
	163
	2011.20
	30.68

	Genetic resource
	1
	50
	75
	2011.16
	42.16

	AFLP
	1
	48
	103
	2009.35
	29.83

	Morphological trait
	1
	48
	74
	2010.71
	21.54

	Taxonomy
	1
	46
	89
	2011.00
	27.65

	Spatial genetic Structure
	1
	41
	60
	2011.95
	27.68

	Mating system
	1
	40
	78
	2010.58
	24.20

	Red Cluster 1 (Average values)
	1
	123.07
	223.64
	2010.13
	28.11

	Drought stress
	2
	76
	102
	2013.07
	31.25

	Breeding
	2
	58
	95
	2011.59
	13.53

	Marker
	2
	55
	150
	2011.58
	49.18

	Biodiversity
	2
	53
	137
	2011.38
	43.13

	Growth
	2
	49
	90
	2010.71
	28.31

	Climate change
	2
	46
	86
	2013.54
	26.67

	Phenotypic plasticity
	2
	45
	66
	2012.47
	41.22

	Leaf trait
	2
	43
	83
	2011.81
	41.28

	Selection
	2
	43
	72
	2010.79
	34.53

	Provenance
	2
	42
	50
	2011.00
	23.76

	Genetic parameter
	2
	41
	93
	2008.90
	19.63

	Genotype
	2
	40
	129
	2012.25
	17.62

	Green Cluster 2 (Average values)
	2
	49.25
	96.08
	2011.59
	30.84

	Biogeography
	3
	143
	325
	2010.15
	49.43

	Organelle DNA
	3
	109
	210
	2008.93
	58.83

	Phylogeny
	3
	81
	124
	2010.69
	38.44

	Refugium
	3
	57
	127
	2010.72
	77.04

	Blue Cluster 3 (Average values)
	3
	97.5
	196.5
	2010.10
	55.94



