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Fig. S1.  Bioprospecting the antifungal effect of natural extracts against Fusarium oxysporum f. sp. cubense (IB). The inhibition (%) of fungal growth after treatments with 17 natural extracts (A) and representative pictures of agar plates showing the effect of the extracts (B). In B, treatments (T) were applied at the right side of the Petri Dish, and control (C) at the left side. 
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Fig. S2.  Bioprospecting the antifungal effect of natural extracts against Fusarium oxysporum f. sp. cubense (IB). The inhibition (%) of fungal growth after combined treatments of lipopeptides (64 ppm) and cinnamon extract using the hydro-distillation method (122 ppm) (B).
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Fig. S3.  (A) Dynamic analysis of TR4 during treatments with lipopeptides (LP) T1:128 ppm and T2: 256 ppm, cinnamon (CN) T1:244ppm and T2: 488ppm, CN + LP T1: cinnamon (244ppm) and lipopeptides (64 ppm), and CN + LP T2: cinnamon (488 ppm) and lipopeptides (128 ppm) after 21 days. (B) Standard curve of the TR4-II5:GFP qPCR assay showing DNA concentration (ng) against the cycle threshold (Ct) values of a single qPCR run. The amount of DNA on the X-axis was plotted against the Ct values from 15 to 40 on the Y-axis. Linear regression equation of the standard curve was Y = -3.69X + 25.59.
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Fig. S4.  External FWB symptoms of Cavendish banana plants after treatment with cinnamon and lipopeptides (CN + LP 1) 42 days after infection with TR4, compared to the control (Methanol + TR4). Images are representative of the replicates used in the experiment (n = 5).


Table S1. Concentration in CFU/g and inhibition percentages of Fusarium sp. TR4-II5 under microcosms soil conditions with lipopeptides (LP) T1:128 ppm and T2: 256 ppm, cinnamon (CN) T1:244 ppm and T2: 488 ppm, CN + LP T1: cinnamon (244 ppm) and lipopeptides (64ppm), and CN + LP T2: cinnamon (488 ppm) and lipopeptides (128 ppm) after 21 days.

	Day
	 
	0
	5
	21

	Treatment
	 
	Log (CFU/g)
	%
	Fold
	Log (CFU/g)
	%
	Fold
	Log (CFU/g)
	%
	Fold

	Control 1
	 
	6.23
	ND
	 
	6.71 a
	ND
	 
	6.64 a
	ND
	 

	Control 2
	 
	6.26
	ND
	 
	6.80 a
	ND
	 
	6.63 a
	ND
	 

	LP T1
	 
	6.24
	4.5%
	1.0
	5.25 b
	90.3%
	35
	5.42 b
	85.5%
	16

	LP T2
	 
	6.23
	5.3%
	1.1
	5.02 b
	94.3%
	60
	5.35 b
	87.7%
	19

	CN T1
	 
	6.23
	6.2%
	1.1
	5.37 b
	87.0%
	27
	5.41 b
	85.8%
	17

	CN T2
	 
	6.24
	5.0%
	1.1
	4.35 c
	98.8%
	282
	5.37 b
	87.2%
	18

	CN + LP T1
	 
	6.24
	4.1%
	1.0
	4.44 c
	98.5%
	229
	5.40 b
	86.0%
	17

	CN + LP T2
	 
	6.26
	0.2%
	1.0
	3.80 c
	99.7%
	1000
	5.26 b
	89.9%
	23

	P-value
	0.6187
	 
	 
	<0,0001
	 
	 
	<0,0001
	 
	 


% Expressed as (CFU/g) of each treatment / (CFU/g) of control2 on the corresponding day.
Fold change determined as (CFU/g) control 2 / (CFU/g) of the treatment.
ND, non-determined. 
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